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<212> DNA 

<213> Homo sapiens 

<400> 1 



atggcggatt 


ccagcgaagg 


cccccgcgcg 


gggcccgggg 


aggtggctga 


gctccccggg 


60 


gatgagagtg 


gcaccccagg 


tggggaggct 


tttcctctct 


cctccctggc 


caatctgttt 


120 


gagggggagg 


atggctccct 


ttcgccctca 


ccggctgatg 


ccagtcgccc 


tgctggccca 


180 


ggcgatgggc 


gaccaaatct 


gcgcatgaag 


ttccagggcg 


ccttccgcaa 


gggggtgccc 


240 


aaccccatcg 


atctgctgga 


gtccacccta 


tatgagtcct 


cggtggtgcc 


tgggcccaag 


300 


aaagcaccca 


tggactcact 


gtttgactac 


ggcacctatc 


gtcaccactc 


cagtgacaac 


360 


aagaggtgga 


ggaagaagat 


catagagaag 


cagccgcaga 


gccccaaagc 


tcccgcccct 


420 


cagccgcccc 


ccatcctcaa 


agtcttcaac 


cggcccatcc 


tctttgacat 


cgtgtcccgg 


480 


ggctccactg 


ctgacctgga 


cgggctgctc 


ccattcttgc 


tgacccacaa 


gaaacgccta 


540 


actgatgagg 


agtttcggga 


accatctacg 


gggaagacct 


gcctgcccaa 


ggccttgctg 


600 


aacctgagca 


atggccgcaa 


cgacaccatc 


cctgtgctgc 


tggacatcgc 


ggagcgcacc 


660 


ggcaacatga 


gggagttcat 


taactcgccc 


ttccgtgaca 


tctactatcg 


agggcagaca 


720 


gccctgcaca 


tcgccattga 


gcgtcgctgc 


aaacactacg 


tggaacttct 


cgtggcccag 


780 


ggagctgatg 


tccacgccca 


ggcccgtggg 


cgcttcttcc 


agcccaagga 


tgaggggggc 


840 


tacttctact 


ttggggagct 


gcccctgtcg 


ctggctgcct 


gcaccaacca 


gccccacatt 


900 



gtcaactacc 


tgacggagaa 


cccccacaag 


aaggcggaca 


tgcggcgcca 


ggactcgcga 


y bu 


ggcaacacag 


tgctgcatgc 


gctggtggcc 


attgctgaca 


acacccgtga 


gaacaccaag 


1020 


tttgttacca 


agatgtacga 


cctgctgctg 


ctcaagtgtg 


cccgcctctt 


ccccgacagc 


1080 


aacctggagg 


ccgtgctcaa 


caacgacggc 


ctctcgcccc 


tcatgatggc 


tgccaagacg 


1140 


ggcaagattg 


gggtctttca 


gcacatcatc 


cggcgggagg 


tgacggatga 


ggacacacgg 


1200 


cacctgtccc 


gcaagttcaa 


ggactgggcc 


tatgggccag 


tgtattcctc 


gctttatgac 


12oU 


ctctcctccc 


tggacacgtg 


tggggaagag 


gcctccgtgc 


tggagatcct 


ggtgtacaac 


1320 


agcaagattg 


agaaccgcca 


cgagatgctg 


gctgtggagc 


ccatcaatga 


actgctgcgg 


1380 


gacaagtggc 


gcaagttcgg 


ggccgtctcc 


ttctacatca 


acgtggtctc 


ctacctgtgt 


1440 


gccatggtca 


tcttcactct 


caccgcctac 


taccagccgc 


tggagggcac 


accgccgtac 


1 C A A 

1500 


ccttaccgca 


ccacggtgga 


ctacctgcgg 


ctggctggcg 


aggtcattac 


gctcttcact 


1 C C A 

IDOO 


ggggtcctgt 


tcttcttcac 


caacatcaaa 


gacttgttca 


tgaagaaatg 


ccctggagtg 


1620 


aattctctct 


tcattgatgg 


ctccttccag 


ctgctctact 


tcatctactc 


tgtcctggtg 


1680 


atcgtctcag 


cagccctcta 


cctggcaggg 


atcgaggcct 


acctggccgt 


gatggtcttt 


1740 


gccctggtcc 


tgggctggat 


gaatgccctt 


tacttcaccc 


gtgggctgaa 


gctgacgggg 


1800 


acctatagca 


tcatgatcca 


gaagattctc 


ttcaaggacc 


ttttccgatt 


cctgctcgtc 


1860 


tacttgctct 


tcatgatcgg 


ctacgcctca 


gccctggtct 


ccctcctgaa 


cccgtgtgcc 


1 O O A 

1920 


aacatgaagg 


tgtgcaatga 


ggaccagacc 


aactgcacag 


tgcccactta 


cccctcgtgc 


1980 


cgtgacagcg 


agaccttcag 


caccttcctc 


ctggacctgt 


ttaagctgac 


catcggcatg 


'*» A >l A 

2040 


ggcgacctga 


gatgctgagc 


agcaccaagt 


accccgtggt 


cttcatcatc 


ctgctggtga 


2100 


cctacatcat 


cctcaccttt 


gtgctgctcc 


tcaacatgct 


cattgccctc 


atgggcgaga 




cagtgggcca 


ggtctccaag 


gagagcaagc 


acatctggaa 


gctgcagtgg 


gccaccacca 


O 'I O A 

22zU 


tcctggacat 


tgagcgctcc 


ttccccgtat 


tcctgaggaa 


ggccttccgc 


tctggggaga 


1 O O A 

2zoU 


tggtcaccgt 


gggcaagagc 


tcggacggca 


ctcctgaccg 


caggtggtgc 


ttcagggtga 


O O yi A 

2340 


atgaggtgaa 


ctggtctcac 


tggaaccaga 


acttgggcat 


catcaacgag 


gacccgggca 


2400 


agaatgagac 


ctaccagtat 


tatggcttct 


cgcataccgt 


gggccgcctc 


cgcagggatc 


2460 


gctggtcctc 


ggtggtaccc 


cgcgtggtgg 


aactgaacaa 


gaactcgaac 


ccggacgagg 


2520 


tggtggtgcc 


tctggacagc 


atggggaacc 


cccgctgcga 


tggccaccag 


cagggttacc 


2580 



cccgcaagtg 


gaggactgat 


gacgccccgc 


tctagggact 


gcagcccagc 


cccagcttct 


2640 


ctgcccactc 


atttctagtc 


cagccgcatt 


tcagcagtgc 


cttctggggt 


gtccccccac 


2700 


accctgcttt 


ggccccagag 


gcgagggacc 


agtggaggtg 


ccagggaggc 


cccaggaccc 


2760 


tgtggtcccc 


tggctctgcc 


tccccaccct 


ggggtggggg 


ctcccggcca 


cctgtcttgc 


2820 


tcctatggag 


tcacataagc 


ca 








2842 



<210> 2 

<211> 871 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Ala Asp Ser Ser Glu Gly Pro Arg Ala Gly Pro Gly Glu Val Ala 
15 10 15 



Glu Leu Pro Gly Asp Glu Ser Gly Thr Pro Gly Gly Glu Ala Phe Pro 
20 25 30 



Leu Ser Ser Leu Ala Asn Leu Phe Glu Gly Glu Asp Gly Ser Leu Ser 
35 40 45 



Pro Ser Pro Ala Asp Ala Ser Arg Pro Ala Gly Pro Gly Asp Gly Arg 
50 55 60 



Pro Asn Leu Arg Met Lys Phe Gin Gly Ala Phe Arg Lys Gly Val Pro 
65 70 75 80 



Asn Pro He Asp Leu Leu Glu Ser Thr Leu Tyr Glu Ser Ser Val Val 
85 90 95 



Pro Gly Pro Lys Lys Ala Pro Met Asp Ser Leu Phe Asp Tyr Gly Thr 
100 105 110 



Tyr Arg His His Ser Ser Asp Asn Lys Arg Trp Arg Lys Lys He He 
115 120 125 



Glu Lys Gin Pro Gin Ser Pro Lys Ala Pro Ala Pro Gin Pro Pro Pro 
130 135 140 



He Leu Lys Val Phe Asn Arg Pro He Leu Phe Asp He Val Ser Arg 
145 150 155 160 



Gly Ser Thr Ala Asp Leu Asp Gly Leu Leu Pro Phe Leu Leu Thr His 
165 170 175 



Lys Lys Arg Leu Thr Asp Glu Glu Phe Arg Glu Pro Ser Thr Gly Lys 
180 185 190 



Thr Cys Leu Pro Lys Ala Leu Leu Asn Leu Ser Asn Gly Arg Asn Asp 
195 200 205 



Thr He Pro Val Leu Leu Asp He Ala Glu Arg Thr Gly Asn Met Arg 
210 215 220 



Glu Phe He Asn Ser Pro Phe Arg Asp He Tyr Tyr Arg Gly Gin Thr 
225 230 235 240 



Ala Leu His He Ala He Glu Arg Arg Cys Lys His Tyr Val Glu Leu 
245 250 255 



Leu Val Ala Gin Gly Ala Asp Val His Ala Gin Ala Arg Gly Arg Phe 
260 265 270 



Phe Gin Pro Lys Asp Glu Gly Gly Tyr Phe Tyr Phe Gly Glu Leu Pro 
275 280 285 



Leu Ser Leu Ala Ala Cys Thr Asn Gin Pro His He Val Asn Tyr Leu 
290 295 300 



Thr Glu Asn Pro His Lys Lys Ala Asp Met Arg Arg Gin Asp Ser Arg 
305 310 315 320 



Gly Asn Thr Val Leu His Ala Leu Val Ala He Ala Asp Asn Thr Arg 
325 330 335 



Glu Asn Thr Lys Phe Val Thr Lys Met Tyr Asp Leu Leu Leu Leu Lys 
340 345 350 



Cys Ala Arg Leu Phe Pro Asp Ser Asn Leu Glu Ala Val Leu Asn Asn 
355 360 365 



Asp Gly Leu Ser Pro Leu Met Met Ala Ala Lys Thr Gly Lys He Gly 
370 375 380 



Val Phe Gin His He He Arg Arg Glu Val Thr Asp Glu Asp Thr Arg 
385 390 395 400 



His Leu Ser Arg Lys Phe Lys Asp Trp Ala Tyr Gly Pro Val Tyr Ser 
405 410 415 



Ser Leu Tyr Asp Leu Ser Ser Leu Asp Thr Cys Gly Glu Glu Ala Ser 
420 425 430 



Val Leu Glu He Leu Val Tyr Asn Ser Lys He Glu Asn Arg His Glu 
435 440 445 



Met Leu Ala Val Glu Pro He Asn Glu Leu Leu Arg Asp Lys Trp Arg 
450 455 460 



Lys Phe Gly Ala Val Ser Phe Tyr He Asn Val Val Ser Tyr Leu Cys 
465 470 475 480 



Ala Met Val He Phe Thr Leu Thr Ala Tyr Tyr Gin Pro Leu Glu Gly 
485 490 495 



Thr Pro Pro Tyr Pro Tyr Arg Thr Thr Val Asp Tyr Leu Arg Leu Ala 
500' 505 510 



Gly Glu Val He Thr Leu Phe Thr Gly Val Leu Phe Phe Phe Thr Asn 
515 520 525 



He Lys Asp Leu Phe Met Lys Lys Cys Pro Gly Val Asn Ser Leu Phe 
530 535 540 



He Asp Gly Ser Phe Gin Leu Leu Tyr Phe He Tyr Ser Val Leu Val 
545 550 555 560 



He Val Ser Ala Ala Leu Tyr Leu Ala Gly He Glu Ala Tyr Leu Ala 
565 570 575 



Val Met Val Phe Ala Leu Val Leu Gly Trp Met Asn Ala Leu Tyr Phe 
580 585 590 



Thr Arg Gly Leu Lys Leu Thr Gly Thr Tyr Ser He Met He Gin Lys 
595 600 605 



He Leu Phe Lys Asp Leu Phe Arg Phe Leu Leu Val Tyr Leu Leu Phe 



610 



615 



620 



Met lie Gly Tyr Ala Ser Ala Leu Val Ser Leu Leu Asn Pro Cys Ala 
625 630 635 640 



Asn Met Lys Val Cys Asn Glu Asp Gin Thr Asn Cys Thr Val Pro Thr 
645 650 655 



Tyr Pro Ser Cys Arg Asp Ser Glu Thr Phe Ser Thr Phe Leu Leu Asp 
660 665 670 



Leu Phe Lys Leu Thr lie Gly Met Gly Asp Leu Glu Met Leu Ser Ser 
675 680 685 



Thr Lys Tyr Pro Val Val Phe lie lie Leu Leu Val Thr Tyr lie lie 
690 695 700 



Leu Thr Phe Val Leu Leu Leu Asn Met Leu lie Ala Leu Met Gly Glu 
705 710 715 720 



Thr Val Gly Gin Val Ser Lys Glu Ser Lys His lie Trp Lys Leu Gin 
725 730 735 



Trp Ala Thr Thr lie Leu Asp lie Glu Arg Ser Phe Pro Val Phe Leu 
740 745 750 



Arg Lys Ala Phe Arg Ser Gly Glu Met Val Thr Val Gly Lys Ser Ser 
755 760 765 



Asp Gly Thr Pro Asp Arg Arg Trp Cys Phe Arg Val Asn Glu Val Asn 
770 775 780 



Trp Ser His Trp Asn Gin Asn Leu Gly lie lie Asn Glu Asp Pro Gly 
785 790 795 800 



Lys Asn Glu Thr Tyr Gin Tyr Tyr Gly Phe Ser His Thr Val Gly Arg 
805 810 815 



Leu Arg Arg Asp Arg Trp Ser Ser Val Val Pro Arg Val Val Glu Leu 
820 825 830 



Asn Lys Asn Ser Asn Pro Asp Glu Val Val Val Pro Leu Asp Ser Met 
835 840 845 



Gly Asn Pro Arg Cys Asp Gly His Gin Gin Gly Tyr Pro Arg Lys Trp 
850 855 860 



Arg Thr Asp Asp Ala Pro Leu 
865 870 

<210> 3 

<211> 3116 

<212> DNA 

<213> Homo sapiens 

<400> 3 

agctatgacc atgattacgc caagctattt aggtgacact atagaatact caagctatgc 60 

atccaacgcg ttggagctct cccatatggt cgacctgcag cggccgcgaa ttcactagtg 120 

attatggcgg attccagcga aggcccccgc gcggggcccg gggaggtggc tgagctcccc 180 

ggggatgaga gtggcacccc aggtggggag gcttttcctc tctcctccct ggccaatctg 240 

tttgaggggg aggatggctc cctttcgccc tcaccggctg atgccagtcg ccctgctggc 300 

ccaggcgatg ggcgaccaaa tctgcgcatg aagttccagg gcgccttccg caagggggtg 360 

cccaacccca tcgatctgct ggagtccacc ctatatgagt cctcggtggt gcctgggccc 420 

aagaaagcac ccatggactc actgtttgac tacggcacct atcgtcacca ctccagtgac 480 

aacaagaggt ggaggaagaa gatcatagag aagcagccgc agagccccaa agcccctgcc 540 

cctcagccgc cccccatcct caaagtcttc aaccggccta tcctctttga catcgtgtcc 600 

cggggctcca ctgctgacct ggacgggctg ctcccattct tgctgaccca caagaaacgc 660 

ctaactgatg aggagtttcg agagccatct acggggaaga cctgcctgcc caaggccttg 720 

ctgaacctga gcaatggccg caacgacacc atccctgtgc tgctggacat cgcggagcgc 780 

accggcaaca tgcgggagtt cattaactcg cccttccgtg acatctacta tcgaggtcag 840 

acagccctgc acatcgtcat tgagcgtcgc tgcaaacact acgtggaact tctcgtggcc 900 

cagggagctg atgtccacgc ccaggcccgt gggcgcttct tccagcccaa ggatgagggg 960 

ggctacttct actttgggga gctgcccctg tcgctggctg cctgcaccaa ccagccccac 1020 

attgtcaact acctgacgga gaacccccac aagaaggcgg acatgcggcg ccaggactcg 1080 

cgaggcaaca cagtgctgca tgcgctggtg gccattgctg acaacacccg tgagaacacc 1140 

aagtttgtta ccaagatgta cgacctgctg ctgctcaagt gtgcccgcct cttccccgac 1200 

agcaacctgg aggccgtgct caacaacgac ggcctctcgc ccctcatgat ggctgccaag 1260 



acgggcaaga 


ttgggatctt 


tcagcacatc 


atccggcggg 


aggtgacgga 


tgaggacaca 


1320 


cggcacctgt 


cccgcaagtt 


caaggactgg 


gcctatgggc 


cagtgtattc 


ctcgctttat 


1380 


gacctctcct 


ccctggacac 


gtgtggggaa 


gaggcctccg 


tgctggagat 


cctggtgtac 


1440 


aacagcaaga 


ttgagaaccg 


ccacgagatg 


ctggctgtgg 


agcccatcaa 


tgaactgctg 


1500 


cgggacaagt 


ggcgcaagtt 


cggggccgtc 


tccttctaca 


tcaacgtggt 


ctcctacctg 


1560 


tgtgccatgg 


tcatcttcac 


tctcaccgcc 


tactaccagc 


cgctggaggg 


cacaccgccg 


1620 


tacccttacc 


gcaccacggt 


ggactacctg 


cggctggctg 


gcgaggtcat 


tacgctcttc 


1680 


actggggtcc 


tgttcttctt 


caccaacatc 


aaagacttgt 


tcatgaagaa 


atgccctgga 


1740 


gtgaattctc 


tcttcattga 


tggctccttc 


cagctgctct 


acttcatcta 


ctctgtcctg 


1800 


gtgatcgtct 


cagcagccct 


ctacctggca 


gggatcgagg 


cctacctggc 


cgtgatggtc 


1860 


tttgccctgg 


tcctgggctg 


gatgaatgcc 


ctttacttca 


cccgtgggct 


gaagctgacg 


1920 


gggacctata 


gcatcatgat 


ccagaagatt 


ctcttcaagg 


accttttccg 


attcctgctc 


1980 


gtctacttgc 


tcttcatgat 


cggctacgct 


tcagccctgg 


tctccctcct 


gaacccgtgt 


2040 


gccaacatga 


aggtgtgcaa 


tgaggaccag 


accaactgca 


cagtgcccac 


ttacccctcg 


2100 


tgccgtgaca 


gcgagacctt 


cagcaccttc 


ctcctggacc 


tgtttaagct 


gaccattggc 


2160 


atgggcgacc 


tggagatgct 


gagcagcacc 


aagtaccccg 


tggtcttcat 


catcctgctg 


2220 


gtgacctaca 


tcatcctcac 


ctttgtgctg 


ctcctcaaca 


tgctcattgc 


cctcatgggc 


2280 


gagacagtgg 


gccaggtctc 


caaggagagc 


aagcacatct 


ggaagctgca 


gtgggccacc 


2340 


accatcctgg 


acattgagcg 


ctccttcccc 


gtattcctga 


ggaaggcctt 


ccgctctggg 


2400 


gagatggtca 


ccgtgggcaa 


gagctcggac 


ggcactcctg 


accgcaggtg 


gtgcttcagg 


2460 


gtggatgagg 


tgaactggtc 


tcactggaac 


cagaacttgg 


gcatcatcaa 


cgaggacccg 


2520 


ggcaagaatg 


agacctacca 


gtattatggc 


ttctcgcata 


ccgtgggccg 


cctccgcagg 


2580 


gatcgctggt 


cctcggtggt 


accccgcgtg 


gtggaactga 


acaagaactc 


gaacccggac 


2640 


gaggtggtgg 


tgcctctgga 


cagcatgggg 


aacccccgct 


gcgatggcca 


ccagcagggt 


2700 


tacccccgca 


sgtggaggac 


tgatgacgcc 


ccgctctagg 


gactgcagcc 


cagccccagc 


2760 


ttctctgccc 


actcatttct 


agtccagccg 


catttcagca 


gtgccttctg 


gggtgtcccc 


2820 


ccacaccctg 


ctttggcccc 


agaggcgagg 


gaccagtgga 


ggtgccaggg 


aggccccagg 


2880 


accctgtggt 


cccctggctc 


tgcctcccca 


ccctggggtg 


ggggctcccg 


gccacctgtc 


2940 



ttgctcctat ggaatcacta gtgaattccc gcggccgcca tggcggccgg gagcatgcga 3000 
cgtcgggccc aattcgccct atagtgagtc gtattacaat tcactggccg tcgttttaca 3060 
acgtcgtgac tgggaaaacc ctgcgttacc caacttaatc gccttgcagc acatcc 3116 



<210> 4 

<211> 871 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Ala Asp Ser Ser Glu Gly Pro Arg Ala Gly Pro Gly Glu Val Ala 
15 10 15 



Glu Leu Pro Gly Asp Glu Ser Gly Thr Pro Gly Gly Glu Ala Phe Pro 
20 25 30 



Leu Ser Ser Leu Ala Asn Leu Phe Glu Gly Glu Asp Gly Ser Leu Ser 
35 40 45 



Pro Ser Pro Ala Asp Ala Ser Arg Pro Ala Gly Pro Gly Asp Gly Arg 
50 55 60 



•Pro Asn Leu Arg Met Lys Phe Gin Gly Ala Phe Arg Lys Gly Val Pro 
65 70 75 80 



Asn Pro lie Asp Leu Leu Glu Ser Thr Leu Tyr Glu Ser Ser Val Val 
85 90 95 



Pro Gly Pro Lys Lys Ala Pro Met Asp Ser Leu Phe Asp Tyr Gly Thr 
100 105 110 



Tyr Arg His His Ser Ser Asp Asn Lys Arg Trp Arg Lys Lys lie lie 
115 120 125 



Glu Lys Gin Pro Gin Ser Pro Lys Ala Pro Ala Pro Gin Pro Pro Pro 
130 135 140 



lie Leu Lys Val Phe Asn Arg Pro He Leu Phe Asp He Val Ser Arg 
145 150 155 160 



Gly Ser Thr Ala Asp Leu Asp Gly Leu Leu Pro Phe Leu Leu Thr His 
165 170 175 



Lys Lys Arg Leu Thr Asp Glu Glu Phe Arg Glu Pro Ser Thr Gly Lys 
180 185 190 



Thr Cys Leu Pro Lys Ala Leu Leu Asn Leu Ser Asn Gly Arg Asn Asp 
195 200 205 



Thr lie Pro Val Leu Leu Asp lie Ala Glu Arg Thr Gly Asn Met Arg 
210 215 220 



Glu Phe lie Asn Ser Pro Phe Arg Asp lie Tyr Tyr Arg Gly Gin Thr 
225 230 235 240 



Ala Leu His lie Val lie Glu Arg Arg Cys Lys His Tyr Val Glu Leu 
245 250 255 



Leu Val Ala Gin Gly Ala Asp Val His Ala Gin Ala Arg Gly Arg Phe 
260 265 270 



Phe Gin Pro Lys Asp Glu Gly Gly Tyr Phe Tyr Phe Gly Glu Leu Pro 
275 280 285 



Leu Ser Leu Ala Ala Cys Thr Asn Gin Pro His lie Val Asn Tyr Leu 
290 295 300 



Thr Glu Asn Pro His Lys Lys Ala Asp Met Arg Arg Gin Asp Ser Arg 
305 310 315 320 



Gly Asn Thr Val Leu His Ala Leu Val Ala lie Ala Asp Asn Thr Arg 
325 330 335 



Glu Asn Thr Lys Phe Val Thr Lys Met Tyr Asp Leu Leu Leu Leu Lys 
340 345 350 



Cys Ala Arg Leu Phe Pro Asp Ser Asn Leu Glu Ala Val Leu Asn Asn 
355 360 365 



Asp Gly Leu Ser Pro Leu Met Met Ala Ala Lys Thr Gly Lys lie Gly 
370 375 380 



lie Phe Gin His lie lie Arg Arg Glu Val Thr Asp Glu Asp Thr Arg 
385 390 395 400 



His Leu Ser Arg Lys Phe Lys Asp Trp Ala Tyr Gly Pro Val Tyr Ser 
405 410 415 



Ser Leu Tyr Asp Leu Ser Ser Leu Asp Thr Cys Gly Glu Glu Ala Ser 
420 425 430 



Val Leu Glu lie Leu Val Tyr Asn Ser Lys lie Glu Asn Arg His Glu 
435 440 445 



Met Leu Ala Val Glu Pro lie Asn Glu Leu Leu Arg Asp Lys Trp Arg 
450 455 460 



Lys Phe Gly Ala Val Ser Phe Tyr lie Asn Val Val Ser Tyr Leu Cys 
465 470 475 480 



Ala Met Val lie Phe Thr Leu Thr Ala Tyr Tyr Gin Pro Leu Glu Gly 
485 490 495 



Thr Pro Pro Tyr Pro Tyr Arg Thr Thr Val Asp Tyr Leu Arg Leu Ala 
500 505 510 



Gly Glu Val lie Thr Leu Phe Thr Gly Val Leu Phe Phe Phe Thr Asn 
515 520 525 



lie Lys Asp Leu Phe Met Lys Lys Cys Pro Gly Val Asn Ser Leu Phe 
530 535 540 



He Asp Gly Ser Phe Gin Leu Leu Tyr Phe He Tyr Ser Val Leu Val 
545 550 555 560 



He Val Ser Ala Ala Leu Tyr Leu Ala Gly He Glu Ala Tyr Leu Ala 
565 570 575 



Val Met Val Phe Ala Leu Val Leu Gly Trp Met Asn Ala Leu Tyr Phe 
580 585 590 



Thr Arg Gly Leu Lys Leu Thr Gly Thr Tyr Ser He Met He Gin Lys 
595 600 605 ^ 



He Leu Phe Lys Asp Leu Phe Arg Phe Leu Leu Val Tyr Leu Leu Phe 
610 615 620 



Met He Gly Tyr Ala Ser Ala Leu Val Ser Leu Leu Asn Pro Cys Ala 



625 



630 



635 



640 



Asn Met Lys Val Cys Asn Glu Asp Gin Thr Asn Cys Thr Val Pro Thr 
645 650 655 



Tyr Pro Ser Cys Arg Asp Ser Glu Thr Phe Ser Thr Phe Leu Leu Asp 
660 665 670 



Leu Phe Lys Leu Thr lie Gly Met Gly Asp Leu Glu Met Leu Ser Ser 
675 680 685 



Thr Lys Tyr Pro Val Val Phe lie lie Leu Leu Val Thr Tyr lie lie 
690 695 700 



Leu Thr Phe Val Leu Leu Leu Asn Met Leu lie Ala Leu Met Gly Glu 
705 710 715 720 



Thr Val Gly Gin Val Ser Lys Glu Ser Lys His lie Trp Lys Leu Gin 
725 730 735 



Trp Ala Thr Thr lie Leu Asp lie Glu Arg Ser Phe Pro Val Phe Leu 
740 745 750 



Arg Lys Ala Phe Arg Ser Gly Glu Met Val Thr Val Gly Lys Ser Ser 
755 760 765 



Asp Gly Thr Pro Asp Arg Arg Trp Cys Phe Arg Val Asp Glu Val Asn 
770 775 780 



Trp Ser His Trp Asn Gin Asn Leu Gly lie lie Asn Glu Asp Pro Gly 
785 790 795 800 



Lys Asn Glu Thr Tyr Gin Tyr Tyr Gly Phe Ser His Thr Val Gly Arg 
805 810 815 



Leu Arg Arg Asp Arg Trp Ser Ser Val Val Pro Arg Val Val Glu Leu 
820 825 830 



Asn Lys Asn Ser Asn Pro Asp Glu Val Val Val Pro Leu Asp Ser Met 
835 840 845 



Gly Asn Pro Arg Cys Asp Gly His Gin Gin Gly Tyr Pro Arg Lys Trp 
850 855 860 



Arg Thr Asp Asp Ala Pro Leu 
865 870 



<210> 5 
<211> 461 
<212> PRT 

<213> Rattus norvegicus 
<400> 5 

Tyr Gly Pro Val Tyr Ser Ser Leu Tyr Asp Leu Ser Ser Leu Asp Thr 
15 10 15 



Cys Gly Glu Glu Val Ser Val Leu Glu lie Leu Val Tyr Asn Ser Lys 
20 25 30 



lie Glu Asn Arg His Glu Met Leu Ala Val Glu Pro lie Asn Glu Leu 
35 40 45 



Leu Arg Asp Lys Trp Arg Lys Phe Gly Ala Val Ser Phe Tyr lie Asn 
50 55 60 



Val Val Ser Tyr Leu Cys Ala Met Val lie Phe Thr Leu Thr Ala Tyr 
65 70 75 80 



Tyr Gin Pro Leu Glu Gly Thr Pro Pro Tyr Pro Tyr Arg Thr Thr' Val 
85 90 95 



Asp Tyr Leu Arg Leu Ala Gly Glu Val lie Thr Leu Leu Thr Gly Val 
100 105 110 



Leu Phe Phe Phe Thr Ser lie Lys Asp Leu Phe Met Lys Lys Cys Pro 
115 120 125 



Gly Val Asn Ser Leu Phe Val Asp Gly Ser Phe Gin Leu Leu Tyr Phe 
130 135 140 



lie Tyr Ser Val Leu Val Val Val Ser Ala Ala Leu Tyr Leu Ala Gly 
145 150 155 160 



lie Glu Ala Tyr Leu Ala Val Met Val Phe Ala Leu Val Leu Gly Trp 
165 170 175 



Met Asn Ala Leu Tyr Phe Thr Arg Gly Leu Lys Leu Thr Gly Thr Tyr 
180 185 190 



Ser lie Met lie Gin Lys lie Leu Phe Lys Asp Leu Phe Arg Phe Leu 
195 200 205 



Leu Val Tyr Leu Leu Phe Met lie Gly Tyr Ala Ser Ala Leu Val Thr 
210 215 220 



Leu Leu Asn Pro Cys Thr Asn Met Lys Val Cys Asn Glu Asp Gin Ser 
225 230 235 240 



Asn Cys Thr Val Pro Ser Tyr Pro Ala Cys Arg Asp Ser Glu Thr Phe 
245 250 255 



Ser Ala Phe Leu Leu Asp Leu Phe Lys Leu Thr lie Gly Met Gly Asp 
260 265 270 



Leu Glu Met Leu Ser Ser Ala Lys Tyr Pro Val Val Phe lie Leu Leu 
275 280 285 



Leu Val Thr Tyr lie lie Leu Thr Phe Val Leu Leu Leu Asn Met Leu 
290 295 300 



He Ala Leu Met Gly Glu Thr Val Gly Gin Val Ser Lys Glu Ser Lys 
305 310 315 320 



His lie Trp Lys Leu Gin Trp Ala Thr Thr lie Leu Asp He Glu Arg 
325 330 335 



Ser Phe Pro Val Phe Leu Arg Lys Ala Phe Arg Ser Gly Glu Met Val 
340 345 350 



Thr Val Gly Lys Ser Ser Asp Gly Thr Pro Asp Arg Arg Trp Cys Phe 
355 360 365 



Arg Val Asp Glu Val Asn Trp Ser His Trp Asn Gin Asn Leu Gly He 
370 375 380 



He Asn Glu Asp Pro Gly Lys Ser Glu He Tyr Gin Tyr Tyr Gly Phe 
385 390 395 400 



Ser His Thr Met Gly Arg Leu Arg Arg Asp Arg Trp Ser Ser Val Val 



405 410 415 



Pro Arg Val Val Glu Leu Asn Lys Asn Ser Gly Thr Asp Glu Val Val 
420 425 430 



Val Pro Leu Asp Asn Leu Gly Asn Pro Asn Cys Asp Gly His Gin Gin 
435 440 445 



Gly Tyr Ala Pro Lys Trp Arg Ala Glu Asp Ala Pro Leu 
450 * 455 460 



<210> 6 
<211> 830 
<212> PRT 

<213> Rattus norvegicus 
<400> 6 

Met Ala Asp Pro Gly Asp Gly Pro Arg Ala Ala Pro Gly Asp Val Ala 
15 10 15 



Glu Pro Pro Gly Asp Glu Ser Gly Thr Ser Gly Gly Glu Ala Phe Pro 
20 25 30 



Leu Ser Ser Leu Ala Asn Leu Phe Glu Gly Glu Glu Gly Ser Ser Ser 
35 40 45 



Leu Ser Pro Val Asp Ala Ser Arg Pro Ala Gly Pro Gly Asp Gly Arg 
50 55 60 



Pro Asn Leu Arg Met Lys Phe Gin Gly Ala Phe Arg Lys Gly Val Pro 
65 70 75 80 



Asn Pro lie Asp Leu Leu Glu Ser Thr Leu Tyr Glu Ser Ser Val Val 
85 90 95 



Pro Gly Pro Lys Lys Ala Pro Met Asp Ser Leu Phe Asp Tyr Gly Thr 
100 105 110 



Tyr Arg His His Pro Ser Asp Asn Lys Arg Trp Arg Arg Lys Val Val 
115 120 125 



Glu Lys Gin Pro Gin Ser Pro Lys Ala Pro Ala Pro Gin Pro Pro Pro 
130 135 140 



lie Leu Lys Val Phe Asn Arg Pro lie Leu Phe Asp lie Val Ser Arg 
145 150 155 160 



Gly Ser Thr Ala Asp Leu Asp Gly Leu Leu Ser Tyr Leu Leu Thr His 
165 170 175 



Lys Lys Arg Leu Thr Asp Glu Glu Phe Arg Glu Pro Ser Thr Gly Lys 
180 185 190 



Thr Cys Leu Pro Lys Ala Leu Leu Asn Leu Ser Asn Gly Arg Asn Asp 
195 200 205 



Thr lie Pro Val Leu Leu Asp lie Ala Glu Arg Thr Gly Asn Met Arg 
210 215 220 



Glu Phe lie Asn Ser Pro Phe Arg Asp lie Tyr Tyr Arg Gly Gin Thr 
225 230 235 240 



Ala Leu His lie Ala lie Glu Arg Arg Cys Lys His Tyr Val Glu Leu 
245 250 255 



Leu Val Ala Gin Gly Ala Asp Val His Ala Gin Ala Arg Gly Arg Phe 
260 265 270 



Phe Gin Pro Lys Asp Glu Gly Gly Tyr Phe Tyr Phe Gly Glu Leu Pro 
275 280 285 



Leu Ser Leu Ala Ala Cys Thr Asn Gin Pro His lie Val Asn Tyr Leu 
290 295 300 



Thr Glu Asn Pro His Lys Lys Ala Asp Met Arg Arg Gin Asp Ser Arg 
305 310 315 320 



Gly Asn Thr Val Leu His Ala Leu Val Ala lie Ala Asp Asn Thr Arg 
325 330 335 



Glu Asn Thr Lys Phe Val Thr Lys Met Tyr Asp Leu Leu Leu Leu Lys 
340 345 350 



Cys Ser Arg Leu Phe Pro Asp Ser Asn Leu Glu Thr Val Leu Asn Asn 
355 360 365 



Asp Gly Leu Ser Pro Leu Met Met Ala Ala Lys Thr Gly Lys lie Gly 
370 375 380 



Val Phe Gin His lie lie Arg Arg Glu Val Thr Asp Glu Asp Thr Arg 
385 390 395 400 



His Leu Ser Arg Lys Phe Lys Asp Trp Ala Tyr Gly Pro Val Tyr Ser 
405 410 415 



Ser Leu Tyr Asp Leu Ser Ser Leu Asp Thr Cys Gly Glu Glu Val Ser 
420 425 430 



Val Leu Glu lie Leu Val Tyr Asn Ser Lys lie Glu Asn Arg His Glu 
435 440 445 



Met Leu Ala Val Glu Pro lie Asn Glu Leu Leu Arg Asp Lys Trp Arg 
450 455 460 



Lys Phe Gly Ala Val Ser Phe Tyr lie Asn Val Val Ser Tyr Leu Cys 
465 470 475 480 



Ala Met Val lie Phe Thr Leu Thr Ala Tyr Tyr Gin Pro Leu Glu Gly 
485 490 495 



Thr Pro Pro Tyr Pro Tyr Arg Thr Thr Val Asp Tyr Leu Arg Leu Ala 
500 505 510 



Gly Glu Val He Thr Leu Leu Thr Gly Val Leu Phe Phe Phe Thr Ser 
515 520 525 



He Lys Asp Leu Phe Met Lys Lys Cys Pro Gly Val Asn Ser Leu Phe 
530 535 540 



Val Asp Gly Ser Phe Gin Leu Leu Tyr Phe He Tyr Ser Val Leu Val 
545 550 555 560 



Val Val Ser Ala Ala Leu Tyr Leu Ala Gly He Glu Ala Tyr Leu Ala 
565 570 575 



Val Met Val Phe Ala Leu Val Leu Gly Trp Met Asn Ala Leu Tyr Phe 
580 585 590 



Thr Arg Gly Leu Lys Leu Thr Gly Thr Tyr Ser He Met He Gin Lys 



595 



600 



605 



lie Leu Phe Lys Asp Leu Phe Arg Phe Leu Leu Val Tyr Leu Leu Phe 
610 615 620 



Met lie Gly Tyr Ala Ser Ala Leu Val Thr Leu Leu Asn Pro Cys Thr 
625 630 635 640 



Asn Met Lys Val Cys Asn Glu Asp Gin Ser Asn Cys Thr Val Pro Ser 
645 650 655 



Tyr Pro Ala Cys Arg Asp Ser Glu Thr Phe Ser Ala Phe Leu Leu Asp 
660 665 670 



Leu Phe Lys Leu Thr lie Gly Met Gly Asp Leu Glu Met Leu Ser Ser 
675 680 685 



Ala Lys Tyr Pro Val Val Phe lie Leu Leu Leu Val Thr Tyr lie lie 
690 695 700 



Leu Thr Phe Val Leu Leu Leu Asn Met Leu lie Ala Leu Met Gly Glu 
705 710 715 720 



Thr Val Gly Gin Val Ser Lys Glu Ser Lys His He Trp Lys Leu Gin 
725 730 735 



Trp Ala Thr Thr Gin Val Asn Trp Ser His Trp Asn Gin Asn Leu Gly 
740 745 750 



He He Asn Glu Asp Pro Gly Lys Ser Glu He Tyr Gin Tyr Tyr Gly 
755 760 765 



Phe Ser His Thr Met Gly Arg Leu Arg Arg Asp Arg Trp Ser Ser Val 
770 775 780 



Val Pro Arg Val Val Glu Leu Asn Lys Asn Ser Gly Thr Asp Glu Val 
785 790 795 800 



Val Val Pro Leu Asp Asn Leu Gly Asn Pro Asn Cys Asp Gly His Gin 
805 810 815 



Gin Gly Tyr Ala Pro Lys Trp Arg Ala Glu Asp Ala Pro Leu 
820 825 830 



<210> 7 
<211> 420 
<212> PRT 

<213> Rattus norvegicus 
<400> 7 

Tyr Gly Pro Val Tyr Ser Ser Leu Tyr Asp Leu Ser Ser Leu Asp Thr 
15 10 15 



Cys Gly Glu Glu Val Ser Val Leu Glu lie Leu Val Tyr Asn Ser Lys 
20 25 30 



lie Glu Asn Arg His Glu Met Leu Ala Val Glu Pro lie Asn Glu Leu 
35 40 45 



Leu Arg Asp Lys Trp Arg Lys Phe Gly Ala Val Ser Phe Tyr lie Asn 
50 55 60 



Val Val Ser Tyr Leu Cys Ala Met Val lie Phe Thr Leu Thr Ala Tyr 
65 70 75 80 



Tyr Gin Pro Leu Glu Gly Thr Pro Pro Tyr Pro Tyr Arg Thr Thr Val 
85 90 95 



Asp Tyr Leu Arg Leu Ala Gly Glu Val lie Thr Leu Leu Thr Gly Val 
100 105 110 



Leu Phe Phe Phe Thr Ser lie Lys Asp Leu Phe Met Lys Lys Cys Pro 
115 120 125 



Gly Val Asn Ser Leu Phe Val Asp Gly Ser Phe Gin Leu Leu Tyr Phe 
130 135 140 



lie Tyr Ser Val Leu Val Val Val Ser Ala Ala Leu Tyr Leu Ala Gly 
145 150 155 160 



lie Glu Ala Tyr Leu Ala Val Met Val Phe Ala Leu Val Leu Gly Trp 
165 170 175 



Met Asn Ala Leu Tyr Phe Thr Arg Gly Leu Lys Leu Thr Gly Thr Tyr 
180 185 190 



Ser lie Met lie Gin Lys lie Leu Phe Lys Asp Leu Phe Arg Phe Leu 
195 200 205 



Leu Val Tyr Leu Leu Phe Met lie Gly Tyr Ala Ser Ala Leu Val Thr 
210 215 220 



Leu Leu Asn Pro Cys Thr Asn Met Lys Val Cys Asn Glu Asp Gin Ser 
225 230 235 240 



Asn Cys Thr Val Pro Ser Tyr Pro Ala Cys Arg Asp Ser Glu Thr Phe 
245 250 255 



Ser Ala Phe Leu Leu Asp Leu Phe Lys Leu Thr lie Gly Met Gly Asp 
260 265 270 



Leu Glu Met Leu Ser Ser Ala Lys Tyr Pro Val Val Phe He Leu Leu 
275 280 285 



Leu Val Thr Tyr He He Leu Thr Phe Val Leu Leu Leu Asn Met Leu 
290 295 300 



He Ala Leu Met Gly Glu Thr Val Gly Gin Val Ser Lys Glu Ser Lys 
305 310 315 320 



His He Trp Lys Leu Gin Trp Ala Thr Thr Glu Val Asn Trp Ser His 
325 330 335 



Trp Asn Gin Asn Leu Gly He He Asn Glu Asp Pro Gly Lys Ser Glu 
340 345 350 



He Tyr Gin Tyr Tyr Gly Phe Ser His Thr Met Gly Arg Leu Arg Arg 
355 360 365 



Asp Arg Trp Ser Ser Val Val Pro Arg Val Val Glu Leu Asn Lys Asn 
370 375 380 



Ser Gly Thr Asp Glu Val Val Val Pro Leu Asp Asn Leu Gly Asn Pro 
385 390 395 400 



Asn Cys Asp Gly His Gin Gin Gly Tyr Ala Pro Lys Trp Arg Ala Glu 
405 410 415 



Asp Ala Pro Leu 



420 



<210> 8 
<211> 871 
<212> PRT 

<213> Rattus norvegicus 
<400> 8 

Met Ala Asp Pro Gly Asp Gly Pro Arg Ala Ala Pro Gly Asp Val Ala 
15 10 15 



Glu Pro Pro Gly Asp Glu Ser Gly Thr Ser Gly Gly Glu Ala Phe Pro 
20 25 30 



Leu Ser Ser Leu Ala Asn Leu Phe Glu Gly Glu Glu Gly Ser Ser Ser 
35 40 45 



Leu Ser Pro Val Asp Ala Ser Arg Pro Ala Gly Pro Gly Asp Gly Arg 
50 55 60 



Pro Asn Leu Arg Met Lys Phe Gin Gly Ala Phe Arg Lys Gly Val Pro 
65 70 75 80 



Asn Pro lie Asp Leu Leu Glu Ser Thr Leu Tyr Glu Ser Ser Val Val 
85 90 95 



Pro Gly Pro Lys Lys Ala Pro Met Asp Ser Leu Phe Asp Tyr Gly Thr 
100 105 110 



Tyr Arg His His Pro Ser Asp Asn Lys Arg Trp Arg Arg Lys Val Val 
115 120 125 



Glu Lys Gin Pro Gin Ser Pro Lys Ala Pro Ala Pro Gin Pro Pro Pro 
130 135 140 



lie Leu Lys Val Phe Asn Arg Pro lie Leu Phe Asp lie Val Ser Arg 
145 150 155 160 



Gly Ser Thr Ala Asp Leu Asp Gly Leu Leu Ser Tyr Leu Leu Thr His 
165 170 175 



Lys Lys Arg Leu Thr Asp Glu Glu Phe Arg Glu Pro Ser Thr Gly Lys 
180 185 190 



Thr Cys Leu Pro Lys Ala Leu Leu Asn Leu Ser Asn Gly Arg Asn Asp 
195 200 205 



Thr He Pro Val Leu Leu Asp He Ala Glu Arg Thr Gly Asn Met Arg 
210 215 220 



Glu Phe He Asn Ser Pro Phe Arg Asp He Tyr Tyr Arg Gly Gin Thr 
225 230 235 240 



Ala Leu His He Ala He Glu Arg Arg Cys Lys His Tyr Val Glu Leu 
245 250 255 



Leu Val Ala Gin Gly Ala Asp Val His Ala Gin Ala Arg Gly Arg Phe 
260 265 270 



Phe Gin Pro Lys Asp Glu Gly Gly Tyr Phe Tyr Phe Gly Glu Leu Pro 
275 280 285 



Leu Ser Leu Ala Ala Cys Thr Asn Gin Pro His He Val Asn Tyr Leu 
290 295 300 



Thr Glu Asn Pro His Lys Lys Ala Asp Met Arg Arg Gin Asp Ser Arg 
305 310 315 320 



Gly Asn Thr Val Leu His Ala Leu Val Ala He Ala Asp Asn Thr Arg 
325 330 335 



Glu Asn Thr Lys Phe Val Thr Lys Met Tyr Asp Leu Leu Leu Leu Lys 
340 345 350 



Cys Ser Arg Leu Phe Pro Asp Ser Asn Leu Glu Thr Val Leu Asn Asn 
355 360 365 



Asp Gly Leu Ser Pro Leu Met Met Ala Ala Lys Thr Gly Lys He Gly 
370 375 380 



Val Phe Gin His He He Arg Arg Glu Val Thr Asp Glu Asp Thr Arg 
385 390 395 400 



His Leu Ser Arg Lys Phe Lys Asp Trp Ala Tyr Gly Pro Val Tyr Ser 
405 410 415 



Ser Leu Tyr Asp Leu Ser Ser Leu Asp Thr Cys Gly Glu Glu Val Ser 
420 425 430 



Val Leu Glu lie Leu Val Tyr Asn Ser Lys lie Glu Asn Arg His Glu 
435 440 445 



Met Leu Ala Val Glu Pro He Asn Glu Leu Leu Arg Asp Lys Trp Arg 
450 455 460 



Lys Phe Gly Ala Val Ser Phe Tyr He Asn Val Val Ser Tyr Leu Cys 
465 470 475 480 



Ala Met Val He Phe Thr Leu Thr Ala Tyr Tyr Gin Pro Leu Glu Gly 
485 490 495 



Thr Pro Pro Tyr Pro Tyr Arg Thr Thr Val Asp Tyr Leu Arg Leu Ala 
500 505 510 



Gly Glu Val He Thr Leu Leu Thr Gly Val Leu Phe Phe Phe Thr Ser 
515 520 525 



He Lys Asp Leu Phe Met Lys Lys Cys Pro Gly Val Asn Ser Leu Phe 
530 535 540 



Val Asp Gly Ser Phe Gin Leu Leu Tyr Phe He Tyr Ser Val Leu Val 
545 550 555 560 



Val Val Ser Ala Ala Leu Tyr Leu Ala Gly He Glu Ala Tyr Leu Ala 
565 570 575 



Val Met Val Phe Ala Leu Val Leu Gly Trp Met Asn Ala Leu Tyr Phe 
580 585 590 



Thr Arg Gly Leu Lys Leu Thr Gly Thr Tyr Ser He Met He Gin Lys 
595 600 605 



He Leu Phe Lys Asp Leu Phe Arg Phe Leu Leu Val Tyr Leu Leu Phe 
610 615 620 



Met He Gly Tyr Ala Ser Ala Leu Val Thr Leu Leu Asn Pro Cys Thr 
625 630 635 640 



Asn Met Lys Val Cys Asn Glu Asp Gin Ser Asn Cys Thr Val Pro Ser 



645 



650 



655 



Tyr Pro Ala Cys Arg Asp Ser Glu Thr Phe Ser Ala Phe Leu Leu Lys 
660 665 670 



Leu Phe Lys Leu Thr lie Gly Met Gly Asp Leu Glu Met Leu Ser Ser 
675 680 685 



Ala Lys Tyr Pro Val Val Phe lie Leu Leu Leu Val Thr Tyr lie lie 
690 695 700 



Leu Thr Phe Val Leu Leu Leu Asn Met Leu He Ala Leu Met Gly Glu 
705 710 715 720 



Thr Val Gly Gin Val Ser Lys Glu Ser Lys His He Trp Lys Leu Gin 
725 730 735 



Trp Ala Thr Thr He Leu Asp He Glu Arg Ser Phe Pro Val Phe Leu 
740 745 750 



Arg Lys Ala Phe Arg Ser Gly Glu Met Val Thr Val Gly Lys Ser Ser 
755 760 765 



Asp Gly Thr Pro Asp Arg Arg Trp Cys Phe Arg Val Asp Glu Val Asn 
770 775 780 



Trp Ser His Trp Asn Gin Asn Leu Gly He He Asn Glu Asp Pro Gly 
785 790 795 800 



Lys Ser Glu He Tyr Gin Tyr Tyr Gly Phe Ser His Thr Met Gly Arg 
805 810 815 



Leu Arg Arg Asp Arg Trp Ser Ser Val Val Pro Arg Val Val Glu Leu 
820 825 830 



Asn Lys Asn Ser Gly Thr Asp Glu Val Val Val Pro Leu Asp Asn Leu 
835 840 845 



Gly Asn Pro Asn Cys Asp Gly His Gin Gin Gly Tyr Ala Pro Lys Trp 
850 855 860 



Arg Ala Glu Asp Ala Pro Leu 
865 870 



<210> 9 
<211> 871 
<212> PRT 

<213> Rattus norvegicus 
<400> 9 

Met Ala Asp Pro Gly Asp Gly Pro Arg Ala Ala Pro Gly Asp Val Ala 
15 10 15 



Glu Pro Pro Gly Asp Glu Ser Gly Thr Ser Gly Gly Glu Ala Phe Pro 
20 25 30 



Leu Ser Ser Leu Ala Asn Leu Phe Glu Gly Glu Glu Gly Ser Ser Ser 
35 40 45 



Leu Ser Pro Val Asp Ala Ser Arg Pro Ala Gly Pro Gly Asp Gly Arg 
50 55 60 



Pro Asn Leu Arg Met Lys Phe Gin Gly Ala Phe Arg Lys Gly Val Pro 
65 70 75 80 



Asn Pro lie Asp Leu Leu Glu Ser Thr Leu Tyr Glu Ser Ser Val Val 
85 90 95 



Pro Gly Pro Lys Lys Ala Pro Met Asp Ser Leu Phe Asp Tyr Gly Thr 
100 105 110 



Tyr Arg His His Pro Ser Asp Asn Lys Arg Trp Arg Arg Lys Val Val 
115 120 125 



Glu Lys Gin Pro Gin Ser Pro Lys Ala Pro Ala Pro Gin Pro Pro Pro 
130 135 140 



lie Leu Lys Val Phe Asn Arg Pro lie Leu Phe Asp lie Val Ser Arg 
145 150 155 160 



Gly Ser Thr Ala Asp Leu Asp Gly Leu Leu Ser Tyr Leu Leu Thr His 
165 170 175 



Lys Lys Arg Leu Thr Asp Glu Glu Phe Arg Glu Pro Ser Thr Gly Lys 
180 185 190 



Thr Cys Leu Pro Lys Ala Leu Leu Asn Leu Ser Asn Gly Arg Asn Asp 
195 200 205 



Thr lie Pro Val Leu Leu Asp lie Ala Glu Arg Thr Gly Asn Met Arg 
210 215 220 



Glu Phe lie Asn Ser Pro Phe Arg Asp He Tyr Tyr Arg Gly Gin Thr 
225 230 235 240 



Ala Leu His lie Ala He Glu Arg Arg Cys Lys His Tyr Val Glu Leu 
245 250 255 



Leu Val Ala Gin Gly Ala Asp Val His Ala Gin Ala Arg Gly Arg Phe 
260 265 270 



Phe Gin Pro Lys Asp Glu Gly Gly Tyr Phe Tyr Phe Gly Glu Leu Pro 
275 280 285 



Leu Ser Leu Ala Ala Cys Thr Asn Gin Pro His He Val Asn Tyr Leu 
290 295 300 



Thr Glu Asn Pro His Lys Lys Ala Asp Met Arg Arg Gin Asp Ser Arg 
305 310 315 320 



Gly Asn Thr Val Leu His Ala Leu Val Ala He Ala Asp Asn Thr Arg 
325 330 335 



Glu Asn Thr Lys Phe Val Thr Lys Met Tyr Asp Leu Leu Leu Leu Lys 
340 345 350 



Cys Ser Arg Leu Phe Pro Asp Ser Asn Leu Glu Thr Val Leu Asn Asn 
355 360 365 



Asp Gly Leu Ser Pro Leu Met Met Ala Ala Lys Thr Gly Lys He Gly 
370 375 380 



Val Phe Gin His He He Arg Arg Glu Val Thr Asp Glu Asp Thr Arg 
385 390 395 400 



His Leu Ser Arg Lys Phe Lys Asp Trp Ala Tyr Gly Pro Val Tyr Ser 
405 410 415 



Ser Leu Tyr Asp Leu Ser Ser Leu Asp Thr Cys Gly Glu Glu Val Ser 



420 



425 



430 



Val Leu Glu lie Leu Val Tyr Asn Ser Lys lie Glu Asn Arg His Glu 
435 440 445 



Met Leu Ala Val Glu Pro lie Asn Glu Leu Leu Arg Asp Lys Trp Arg 
450 455 460 



Lys Phe Gly Ala Val Ser Phe Tyr He Asn Val Val Ser Tyr Leu Cys 
465 470 475 480 



Ala Met Val He Phe Thr Leu Thr Ala Tyr Tyr Gin Pro Leu Glu Gly 
485 490 495 



Thr Pro Pro Tyr Pro Tyr Arg Thr Thr Val Asp Tyr Leu Arg Leu Ala 
500 505 510 



Gly Glu Val He Thr Leu Leu Thr Gly Val Leu Phe Phe Phe Thr Ser 
515 520 525 



He Lys Asp Leu Phe Met Lys Lys Cys Pro Gly Val Asn Ser Leu Phe 
530 535 540 



Val Asp Gly Ser Phe Gin Leu Leu Tyr Phe He Tyr Ser Val Leu Val 
545 550 555 560 



Val Val Ser Ala Ala Leu Tyr Leu Ala Gly He Glu Ala Tyr Leu Ala 
565 570 575 



Val Met Val Phe Ala Leu Val Leu Gly Trp Met Asn Ala Leu Tyr Phe 
580 585 590 



Thr Arg Gly Leu Lys Leu Thr Gly Thr Tyr Ser He Met He Gin Lys 
595 600 605 



He Leu Phe Lys Asp Leu Phe Arg Phe Leu Leu Val Tyr Leu Leu Phe 
610 615 620 



Met He Gly Tyr Ala Ser Ala Leu Val Thr Leu Leu Asn Pro Cys Thr 
625 630 635 640 



Asn Met Lys Val Cys Asn Glu Asp Gin Ser Asn Cys Thr Val Pro Ser 
645 650 655 



Tyr Pro Ala Cys Arg Asp Ser Glu Thr Phe Ser Ala Phe Leu Leu Asp 
660 665 670 



Leu Phe Lys Leu Thr lie Gly Met Gly Lys Leu Glu Met Leu Ser Ser 
675 680 685 



Ala Lys Tyr Pro Val Val Phe He Leu Leu Leu Val Thr Tyr He He 
690 695 700 



Leu Thr Phe Val Leu Leu Leu Asn Met Leu He Ala Leu Met Gly Glu 
705 710 715 720 



Thr Val Gly Gin Val Ser Lys Glu Ser Lys His He Trp Lys Leu Gin 
725 730 735 



Trp Ala Thr Thr He Leu Asp He Glu Arg Ser Phe Pro Val Phe Leu 
740 745 750 



Arg Lys Ala Phe Arg Ser Gly Glu Met Val Thr Val Gly Lys Ser Ser 
755 760 765 



Asp Gly Thr Pro Asp Arg Arg Trp Cys Phe Arg Val Asp Glu Val Asn 
770 775 780 



Trp Ser His Trp Asn Gin Asn Leu Gly He He Asn Glu Asp Pro Gly 
785 790 795 800 



Lys Ser Glu He Tyr Gin Tyr Tyr Gly Phe Ser His Thr Met Gly Arg 
805 810 815 



Leu Arg Arg Asp Arg Trp Ser Ser Val Val Pro Arg Val Val Glu Leu 
820 825 830 



Asn Lys Asn Ser Gly Thr Asp Glu Val Val Val Pro Leu Asp Asn Leu 
835 840 845 



Gly Asn Pro Asn Cys Asp Gly His Gin Gin Gly Tyr Ala Pro Lys Trp 
850 855 860 



Arg Ala Glu Asp Ala Pro Leu 
865 870 



<210> 10 
<211> 871 
<212> PRT 

<213> Rattus norvegicus 
<400> 10 

Met Ala Asp Pro Gly Asp Gly Pro Arg Ala Ala Pro Gly Asp Val Ala 
15 10 15 



Glu Pro Pro Gly Asp Glu Ser Gly Thr Ser Gly Gly Glu Ala Phe Pro 
20 25 30 



Leu Ser Ser Leu Ala Asn Leu Phe Glu Gly Glu Glu Gly Ser Ser Ser 
35 40 45 



Leu Ser Pro Val Asp Ala Ser Arg Pro Ala Gly Pro Gly Asp Gly Arg 
50 55 60 



Pro Asn Leu Arg Met Lys Phe Gin Gly Ala Phe Arg Lys Gly Val Pro 
65 70 75 80 



Asn Pro lie Asp Leu Leu Glu Ser Thr Leu Tyr Glu Ser Ser Val Val 
85 90 95 



Pro Gly Pro Lys Lys Ala Pro Met Asp Ser Leu Phe Asp Tyr Gly Thr 
100 105 110 



Tyr Arg His His Pro Ser Asp Asn Lys Arg Trp Arg Arg Lys Val Val 
115 120 125 



Glu Lys Gin Pro Gin Ser Pro Lys Ala Pro Ala Pro Gin Pro Pro Pro 
130 135 140 



lie Leu Lys Val Phe Asn Arg Pro lie Leu Phe Asp He Val Ser Arg 
145 150 155 160 



Gly Ser Thr Ala Asp Leu Asp Gly Leu Leu Ser Tyr Leu Leu Thr His 
165 170 175 



Lys Lys Arg Leu Thr Asp Glu Glu Phe Arg Glu Pro Ser Thr Gly Lys 
180 185 190 



Thr Cys Leu Pro Lys Ala Leu Leu Asn Leu Ser Asn Gly Arg Asn Asp 



195 



200 



205 



Thr He Pro Val Leu Leu Asp He Ala Glu Arg Thr Gly Asn Met Ara 
210 215 220 



Glu Phe He Asn Ser Pro Phe Arg Asp He Tyr Tyr Arg Gly Gin Thr 

230 235 240 

Ala Leu His He Ala He Glu Arg Arg Cys Lys His Tyr Val Glu Leu 
245 250 255 

Leu Val Ala Gin Gly Ala Asp Val His Ala Gin Ala Arg Gly Arg Phe 
260 265 270 

Phe Gin Pro Lys Asp Glu Gly Gly Tyr Phe Tyr Phe Gly Glu Leu Pro 
275 280 285 



Leu Ser Leu Ala Ala Cys Thr Asn Gin Pro His He Val Asn Tyr Leu 
290 295 300 



Thr Glu Asn Pro His Lys Lys Ala Asp Met Arg Arg Gin Asp Ser Arg 

310 315 320 

Gly Asn Thr Val Leu His Ala Leu Val Ala He Ala Asp Asn Thr Arg 
325 330 335 

Glu Asn Thr Lys Phe Val Thr Lys Met Tyr Asp Leu Leu Leu Leu Lys 
340 345 350 



Cys Ser Arg Leu Phe Pro Asp Ser Asn Leu Glu Thr Val Leu Asn Asn 
355 360 365 



Asp Gly Leu Ser Pro Leu Met Met Ala Ala Lys Thr Gly Lys He Gly 
370 375 380 



Val Phe Gin His He He Arg Arg Glu Val Thr Asp Glu Asp Thr Ara 

390 395 400 

His Leu Ser Arg Lys Phe Lys Asp Trp Ala Tyr Gly Pro Val Tyr Ser 
405 410 43^5 



Ser Leu Tyr Asp Leu Ser Ser Leu Asp Thr Cys Gly Glu Glu Val Ser 
420 425 430 



Val Leu Glu He Leu Val Tyr Asn Ser Lys He Glu Asn Arg His Glu 
435 440 445 



Met Leu Ala Val Glu Pro He Asn Glu Leu Leu Arg Asp Lys Trp Arg 
450 455 460 



Lys Phe Gly Ala Val Ser Phe Tyr He Asn Val Val Ser Tyr Leu Cys 
465 470 475 480 

Ala Met Val He Phe Thr Leu Thr Ala Tyr Tyr Gin Pro Leu Glu Gly 
485 490 495 



Thr Pro Pro Tyr Pro Tyr Arg Thr Thr Val Asp Tyr Leu Arg Leu Ala 
500 505 510 



Gly Glu Val He Thr Leu Leu Thr Gly Val Leu Phe Phe Phe Thr Ser 
515 520 525 



He Lys Asp Leu Phe Met Lys Lys Cys Pro Gly Val Asn Ser Leu Phe 
530 535 540 



Val Asp Gly Ser Phe Gin Leu Leu Tyr Phe He Tyr Ser Val Leu Val 
545 550 555 560 



Val Val Ser Ala Ala Leu Tyr Leu Ala Gly He Glu Ala Tyr Leu Ala 
565 570 575 



Val Met Val Phe Ala Leu Val Leu Gly Trp Met Asn Ala Leu Tyr Phe 
580 585 590 



Thr Arg Gly Leu Lys Leu Thr Gly Thr Tyr Ser He Met He Gin Lys 
595 600 605 



He Leu Phe Lys Asp Leu Phe Arg Phe Leu Leu Val Tyr Leu Leu Phe 
610 615 620 



Met He Gly Tyr Ala Ser Ala Leu Val Thr Leu Leu Asn Pro Cys Thr 
625 630 635 640 



Asn Met Lys Val Cys Asn Glu Asp Gin Ser Asn Cys Thr Val Pro Ser 
545 650 655 



Tyr Pro Ala Cys Arg Asp Ser Glu Thr Phe Ser Ala Phe Leu Leu Asp 
660 665 670 



Leu Phe Lys Leu Thr lie Gly Lys Gly Asp Leu Glu Met Leu Ser Ser 
675 680 685 



Ala Lys Tyr Pro Val Val Phe He Leu Leu Leu Val Thr Tyr He He 
690 695 700 



Leu Thr Phe Val Leu Leu Leu Asn Met Leu He Ala Leu Met Gly Glu 
705 710 715 720 



Thr Val Gly Gin Val Ser Lys Glu Ser Lys His He Trp Lys Leu Gin 
725 730 735 



Trp Ala Thr Thr He Leu Asp He Glu Arg Ser Phe Pro Val Phe Leu 
740 745 750 



Arg Lys Ala Phe Arg Ser Gly Glu Met Val Thr Val Gly Lys Ser Ser 
755 760 765 



Asp Gly Thr Pro Asp Arg Arg Trp Cys Phe Arg Val Asp Glu Val Asn 
770 775 780 



Trp Ser His Trp Asn Gin Asn Leu Gly He He Asn Glu Asp Pro Gly 
785 790 795 800 



Lys Ser Glu He Tyr Gin Tyr Tyr Gly Phe Ser His Thr Met Gly Arg 
805 810 815 



Leu Arg Arg Asp Arg Trp Ser Ser Val Val Pro Arg Val Val Glu Leu 
820 825 830 



Asn Lys Asn Ser Gly Thr Asp Glu Val Val Val Pro Leu Asp Asn Leu 
835 840 845 



Gly Asn Pro Asn Cys Asp Gly His Gin Gin Gly Tyr Ala Pro Lys Trp 
850 855 860 



Arg Ala Glu Asp Ala Pro Leu 
865 870 



<210> 11 
<211> 871 
<212> PRT 

<213> Rattus norvegicus 
<400> 11 

Met Ala Asp Pro Gly Asp Gly Pro Arg Ala Ala Pro Gly Asp Val Ala 
15 10 15 



Glu Pro Pro Gly Asp Glu Ser Gly Thr Ser Gly Gly Glu Ala Phe Pro 
20 25 30 



Leu Ser Ser Leu Ala Asn Leu Phe Glu Gly Glu Glu Gly Ser Ser Ser 
35 40 45 



Leu Ser Pro Val Asp Ala Ser Arg Pro Ala Gly Pro Gly Asp Gly Arg 
50 55 60 



Pro Asn Leu Arg Met Lys Phe Gin Gly Ala Phe Arg Lys Gly Val Pro 
65 70 75 80 



Asn Pro lie Asp Leu Leu Glu Ser Thr Leu Tyr Glu Ser Ser Val Val 
85 90 95 



Pro Gly Pro Lys Lys Ala Pro Met Asp Ser Leu Phe Asp Tyr Gly Thr 
100 105 110 



Tyr Arg His His Pro Ser Asp Asn Lys Arg Trp Arg Arg Lys Val Val 
115 120 125 



Glu Lys Gin Pro Gin Ser Pro Lys Ala Pro Ala Pro Gin Pro Pro Pro 
130 135 140 



lie Leu Lys Val Phe Asn Arg Pro lie Leu Phe Asp lie Val Ser Arg 
145 150 155 160 



Gly Ser Thr Ala Asp Leu Asp Gly Leu Leu Ser Tyr Leu Leu Thr His 
165 170 175 



Lys Lys Arg Leu Thr Asp Glu Glu Phe Arg Glu Pro Ser Thr Gly Lys 
180 185 190 



Thr Cys Leu Pro Lys Ala Leu Leu Asn Leu Ser Asn Gly Arg Asn Asp 
195 200 205 



Thr lie Pro Val Leu Leu Asp lie Ala Glu Arg Thr Gly Asn Met Arg 
210 215 220 



Glu Phe lie Asn Ser Pro Phe Arg Asp lie Tyr Tyr Arg Gly Gin Thr 
225 230 235 240 



Ala Leu His lie Ala lie Glu Arg Arg Cys Lys His Tyr Val Glu Leu 
245 250 255 



Leu Val Ala Gin Gly Ala Asp Val His Ala Gin Ala Arg Gly Arg Phe 
260 265 270 



Phe Gin Pro Lys Asp Glu Gly Gly Tyr Phe Tyr Phe Gly Glu Leu Pro 
275 280 285 



Leu Ser Leu Ala Ala Cys Thr Asn Gin Pro His lie Val Asn Tyr Leu 
290 295 300 



Thr Glu Asn Pro His Lys Lys Ala Asp Met Arg Arg Gin Asp Ser Arg 
305 310 315 320 



Gly Asn Thr Val Leu His Ala Leu Val Ala lie Ala Asp Asn Thr Arg 
325 330 335 



Glu Asn Thr Lys Phe Val Thr Lys Met Tyr Asp Leu Leu Leu Leu Lys 
340 345 350 



Cys Ser Arg Leu Phe Pro Asp Ser Asn Leu Glu Thr Val Leu Asn Asn 
355 360 365 



Asp Gly Leu Ser Pro Leu Met Met Ala Ala Lys Thr Gly Lys lie Gly 
370 375 380 



Val Phe Gin His lie lie Arg Arg Glu Val Thr Asp Glu Asp Thr Arg 
385 390 395 400 



His Leu Ser Arg Lys Phe Lys Asp Trp Ala Tyr Gly Pro Val Tyr Ser 
405 410 415 



Ser Leu Tyr Asp Leu Ser Ser Leu Asp Thr Cys Gly Glu Glu Val Ser 
420 425 430 



Val Leu Glu lie Leu Val Tyr Asn Ser Lys lie Glu Asn Arg His Glu 
435 440 445 



Met Leu Ala Val Glu Pro lie Asn Glu Leu Leu Arg Asp Lys Trp Arg 
450 455 460 



Lys Phe Gly Ala Val Ser Phe Tyr lie Asn Val Val Ser Tyr Leu Cys 
465 470 475 480 



Ala Met Val lie Phe Thr Leu Thr Ala Tyr Tyr Gin Pro Leu Glu Gly 
485 490 495 



Thr Pro Pro Tyr Pro Tyr Arg Thr Thr Val Asp Tyr Leu Arg Leu Ala 
500 505 510 



Gly Glu Val lie Thr Leu Leu Thr Gly Val Leu Phe Phe Phe Thr Ser 
515 520 525 



lie Lys Asp Leu Phe Met Lys Lys Cys Pro Gly Val Asn Ser Leu Phe 
530 535 540 



Val Asp Gly Ser Phe Gin Leu Leu Tyr Phe lie Tyr Ser Val Leu Val 
545 550 555 560 



Val Val Ser Ala Ala Leu Tyr Leu Ala Gly lie Glu Ala Tyr Leu Ala 
565 570 575 



Val Met Val Phe Ala Leu Val Leu Gly Trp Met Asn Ala Leu Tyr Phe 
580 585 590 



Thr Arg Gly Leu Lys Leu Thr Gly Thr Tyr Ser lie Met lie Gin Lys 
595 600 605 



lie Leu Phe Lys Asp Leu Phe Arg Phe Leu Leu Val Tyr Leu Leu Phe 
610 615 620 



Met lie Gly Tyr Ala Ser Ala Leu Val Thr Leu Leu Asn Pro Cys Thr 
625 630 635 640 



Asn Met Lys Val Cys Asn Glu Asp Gin Ser Asn Cys Thr Val Pro Ser 
645 650 655 



Tyr Pro Ala Cys Arg Asp Ser Glu Thr Phe Ser Ala Phe Leu Leu Asp 
660 665 670 



Leu Phe Lys Leu Thr He Gly Met Gly Asp Leu Glu Met Leu Ser Ser 
675 680 685 



Ala Lys Tyr Pro Val Val Phe He Leu Leu Leu Val Thr Tyr He He 
690 695 700 



Leu Thr Phe Val Leu Leu Leu Asn Met Leu He Ala Leu Met Gly Glu 
705 710 715 720 

Thr Val Gly Gin Val Ser Lys Glu Ser Lys His He Trp Lys Leu Gin 
725 730 735 



Trp Ala Thr Thr He Leu Asp He Glu Arg Ser Phe Pro Val Phe Leu 
740 745 



Arg Lys Ala Phe Arg Ser Gly Glu Met Val Thr Val Gly Lys Ser Ser 
755 760 765 



Asp Gly Thr Pro Asp Arg Arg Trp Cys Phe Arg Val Asp Glu Val Asn 
770 775 780 



Trp Ser His Trp Asn Gin Asn Leu Gly He He Asn Glu Asp Pro Glv 

790 795 800 



Lys Ser Glu He Tyr Gin Tyr Tyr Gly Phe Ser His Thr Met Gly Arg 
805 810 815 



Leu Arg Arg Asp Arg Trp Ser Ser Val Val Pro Arg Val Val Glu Leu 
820 825 830 



Asn Lys Asn Ser Gly Thr Asp Glu Val Val Val Pro Leu Asp Asn Leu 
835 840 845 



Gly Asn Pro Asn Cys Asp Gly His Gin Gin Gly Tyr Ala Pro Lys Tro 
850 855 860 



Arg Ala Glu Asp Ala Pro Leu 
865 870 



<210> 12 



<211> 3211 

<212> DNA 

<213> Rattus norvegicus 

<400> 12 



gggaggagga 


cgcggcggga 


tcaggaagcg 


gctgcgctgc 


gcccgcgtcc 


caagcaggcc 


60 


gagaagtcca 


aacagatctg 


ctcagggtcc 


agtatggcag 


atcctggtga 


tggcccccgt 


120 


gcagcgcctg 


gggatgtggc 


tgagccccct 


ggagacgaga 


gtggcacttc 


tggtggggag 


180 


gccttccccc 


tctcttccct 


ggccaacctg 


tttgagggag 


aggaaggctc 


ctcttctctt 


240 


tcaccagtgg 


atgctagccg 


ccctgctggc 


cccggggatg 


gacgtccaaa 


cctgcgtatg 


300 


aagttccagg 


gcgctttccg 


caagggggtt 


cccaacccca 


ttgacctgct 


ggagtccacc 


360 


ctgtatgagt 


cctcagtagt 


gcctgggccc 


aagaaagcgc 


ccatggattc 


gttgttcgac 


420 


tatggcactt 


accggcacca 


ccccagtgac 


aacaagagat 


ggaggaggaa 


ggtcgtagag 


480 


aagcagccac 


agagccccaa 


agctcccgcc 


ccccagccac 


cccccatcct 


caaagtcttc 


540 


aaccggccca 


tcctctttga 


catcgtgtcc 


cggggctcca 


ctgccgacct 


ggacggactg 


600 


ctctcctact 


tgctgaccca 


caagaagcgc 


ctgactgatg 


aggagttccg 


ggaaccatcc 


660 


acagggaaga 


cctgcctgcc 


caaggcactt 


ctgaacttaa 


gcaatggccg 


aaacgacacc 


720 


atcccagtgt 


tgctggacat 


tgcggaacgc 


acgggcaaca 


tgcgggagtt 


catcaactcg 


780 


cccttcagag 


acatctacta 


ccgagggcag 


acggcactgc 


acatcgccat 


tgaacggcgc 


840 


tgcaagcatt 


acgtggagct 


cctggtggcc 


cagggagccg 


atgtgcacgc 


gcaggcccga 


900 


gggcggttct 


tccagcccaa 


ggatgagggt 


ggctacttct 


actttgggga 


gctgcccttg 


960 


tccttggcag 


cctgcaccaa 


ccagccgcac 


atcgtcaact 


acctgacaga 


gaaccctcac 


1020 


aagaaagccg 


atatgaggcg 


acaggactcc 


agaggcaaca 


cggtgctcca 


cgcgctggtg 


1080 


gccatcgctg 


acaacacccg 


agagaacacc 


aagtttgtca 


ccaagatgta 


tgacctgttg 


1140 


cttctcaagt 


gctcccgcct 


cttcccagac 


agcaacctgg 


agactgtgct 


taacaatgac 


1200 


ggtctttcgc 


ccctcatgat 


ggctgccaag 


actggcaaga 


tcggggtctt 


tcagcacatc 


1260 


atccgacggg 


aggtgacaga 


tgaggacaca 


cggcacctgt 


ctcgcaagtt 


caaggactgg 


1320 


gcctacgggc 


ctgtgtattc 


ttctctctac 


gacctctcct 


ccctggatac 


gtgcggggag 


1380 


gaagtgtccg 


tgctggagat 


cctggtttac 


aacagcaaga 


tcgagaaccg 


ccatgagatg 


1440 


ctggctgtgg 


agcccattaa 


cgaactgctg 


agggacaagt 


ggcgtaagtt 


cggggccgtg 


1500 


tccttctaca 


tcaacgttgt 


ctcctatctg 


tgtgccatgg 


tcatcttcac 


cctcacagcc 


1560 



tactatcagc 


cactggaggg 


cacgccaccc 


tacccttacc 


gtaccacggt 


ggactacctg 


1620 


aggctggctg 


gtgaggtcat 


cacgctcctc 


acaggagtcc 


tgttcttctt 


taccagtatc 


1680 


aaagacttgt 


tcatgaagaa 


atgccctgga 


gtgaattctc 


tcttcgtcga 


tggctccttc 


1740 


cagttgctct 


acttcatcta 


ctcagtgctg 


gtggttgtgt 


ctgcggcgct 


ctacctggca 


1800 


gggatcgagg 


cctatctggc 


tgtgatggtc 


tttgccctgg 


tcctgggctg 


gatgaatgcc 


1860 


ctttacttca 


cccgtgggct 


gaagctgaca 


gggacctaca 


gcatcatgat 


tcagaagatc 


1920 


ctcttcaaag 


atctcttccg 


ctttctgctg 


gtctacctgc 


tttttatgat 


tggctatgcc 


1980 


tcagctctgg 


tcaccctcct 


gaatccgtgc 


accaacatga 


aggtctgtaa 


cgaggaccag 


2040 


agcaactgca 


cggtgccctc 


ataccccgcg 


tgccgggaca 


gcgagacctt 


cagcgccttc 


2100 


ctactggacc 


tcttcaagct 


caccatcggc 


atgggcgacc 


tggagatgct 


gagcagcgct 


2160 


aagtaccccg 


tggtcttcat 


tctcctgctg 


gttacctaca 


tcatcctcac 


cttcgtgctc 


2220 


ctgctgaaca 


tgctcatcgc 


cctcatgggt 


gagaccgtgg 


gccaggtgtc 


caaggagagc 


2280 


aagcacatct 


ggaagctgca 


gtgggccacc 


accatcctgg 


acatcgagcg 


ctccttccct 


2340 


gtgttcctga 


ggaaggcctt 


ccgctccgga 


gagatggtga 


cagtgggcaa 


gagctcggat 


2400 


ggcactccag 


accgcaggtg 


gtgcttcagg 


gtggacgagg 


tgaactggtc 


tcactggaac 


2460 


cagaacctgg 


gcatcattaa 


cgaggacccc 


ggcaagagcg 


agatctacca 


gtactatggc 


2520 


ttctcccata 


ccatggggcg 


cctccgcagg 


gatcgctggt 


cctcagtggt 


gccccgcgtg 


2580 


gtggagctga 


acaagaactc 


aggcacagat 


gaagtggtgg 


tccccctgga 


taacctaggg 


2640 


aaccccaact 


gtgacggcca 


ccagcaaggt 


tatgctccca 


agtggagggc 


ggaggacgca 


2700 


ccactgtagg 


ggccatgcca 


gggctggggt 


caatggccca 


ggcttggccc 


ttgctcccac 


2760 


ctacatttca 


gcatctgtcc 


tgtgtcttcc 


cacacccaca 


cgtgacctcg 


gaggtgaggg 


2820 


cctctgtgga 


gactctgggg 


aggccccagg 


accctctggt 


ccccacaaag 


acttttgctc 


2880 


ttatttctac 


tcctccccac 


atgggggacg 


gggctcctgg 


ccacctgtct 


cactcccatg 


2940 


gagtcaccta 


agccagctca 


gggcccctcc 


actcacaggg 


ctcaggcccc 


tgtccctctt 


3000 


g ugL.aL. La U L 




3 /^/Ta a o a 

U L. ag g aaoa 


t~ O ^ o a 

ugcxCa UCaCo. 


ggagcc uacc 


ugcagc ugga 


J u ou 


acctggccag 


ggctgaggct 


catgcaggga 


cactgcagcc 


ctgacccgct 


gcagatctga 


3120 


cctgctgcag 


cccgggctag 


ggtgggtctt 


ctgtactttg 


tagagatcgg 


ggctgttggt 


3180 


gctcaataaa 


tgtttgttta 


ttctcggtgg 


a 






3211 



<210> 13 

<211> 870 

<212> PRT 

<213> Mus musculus 

<400> 13 

Met Ala Asp Pro Gly Asp Gly Pro Arg Ala Ala Pro Gly Glu Val Ala 
15 10 15 



Glu Pro Pro Gly Asp Glu Ser Gly Thr Ser Gly Gly Glu Ala Phe Pro 
20 25 30 



Leu Ser Ser Leu Ala Asn Leu Phe Glu Gly Glu Glu Ser Ser Phe Ser 
35 40 45 



Tyr Pro Arg Trp Thr Ala Ser Arg Pro Ala Gly Pro Gly Asp Gly Arg 
50 55 60 



Pro Asn Leu Arg Met Lys Phe Arg Ser Ala Phe Arg Lys Gly Val Pro 
65 70 75 80 



Asn Pro lie Asp Leu Leu Glu Ser Thr Leu Tyr Glu Ser Ser Val Val 
85 90 95 



Pro Gly Pro Lys Lys Ala Pro Met Asp Ser Leu Phe Asp Tyr Gly Thr 
100 105 110 



Tyr Arg His His Pro Ser Asp Asn Lys Arg Trp Arg Arg Lys Val Val 
115 120 125 



Glu Lys Gin Pro Gin Ser Pro Lys Ala Pro Ala Pro Gin Pro Pro Pro 
130 135 140 



lie Leu Lys Val Phe Asn Arg Pro lie Leu Phe Asp lie Val Ser Arg 
145 150 155 160 



Gly Ser Thr Ala Asp Leu Asp Gly Leu Leu Ser Phe Leu Leu Thr His 
165 170 175 



Lys Lys Arg Leu Thr Asp Glu Glu Phe Arg Glu Pro Ser Thr Gly Lys 
180 185 190 



Thr Cys Leu Pro Lys Ala Leu Leu Asn Leu Ser Asn Gly Arg Asn Asp 
195 200 205 



He Pro Val Leu Leu Asp He Ala Glu Arg Thr Gly Asn Met Arg 
210 215 220 



Glu Phe He Asn Ser Pro Phe Arg Asp He Tyr Tyr Arg Gly Gin Thr 

230 235 240 

Ser Leu His He Ala He Glu Arg Arg Cys Lys His Tyr Val Glu Leu 
245 250 255 

Leu Val Ala Gin Gly Ala Asp Val His Ala Gin Ala Arg Gly Arg Phe 
260 265 270 

Phe Gin Pro Lys Asp Glu Gly Gly Tyr Phe Tyr Phe Gly Glu Leu Pro 
275 280 285 



Leu Ser Leu Ala Ala Cys Thr Asn Gin Pro His He Val Asn Tyr Leu 
290 295 300 



Thr Glu Asn Pro His Lys Lys Ala Asp Met Arg Arg Gin Asp Ser Arq 
305 310 315 



320 



Gly Asn Thr Val Leu His Ala Leu Val Ala He Ala Asp Asn Thr Arg 
325 330 335 

Glu Asn Thr Lys Phe Val Thr Lys Met Tyr Asp Leu Leu Leu Leu Lys 
340 345 350 



Cys Ser Arg Leu Phe Pro Asp Ser Asn Leu Glu Thr Val Leu Asn Asn 
355 360 365 



Asp Gly Leu Ser Pro Leu Met Met Ala Ala Lys Thr Gly Lys He Glv 
370 375 380 



Val Phe Gin His He He Arg Arg Glu Val Thr Asp Glu Asp Thr Aro 
385 390 395 



400 



His Leu Ser Arg Lys Phe Lys Asp Trp Ala Tyr Gly Pro Val Tyr Ser 
405 410 415 



Ser Leu Tyr Asp Leu Ser Ser Leu Asp Thr Cys Gly Glu Glu Val Ser 
420 425 430 



Val Leu Glu lie Leu Val Tyr Asn Ser Lys lie Glu Asn Arg His Glu 
435 440 445 



Met Leu Ala Val Glu Pro lie Asn Glu Leu Leu Arg Asp Lys Trp Arg 
450 455 460 



Lys Phe Gly Ala Val Ser Phe Tyr lie Asn Val Val Pro Tyr Leu Cys 
465 470 475 480 



Ala Met Val He Phe Thr Leu Thr Ala Tyr Tyr Gin Pro Leu Glu Gly 
485 490 495 



Thr Pro Pro Tyr Pro Tyr Arg Thr Thr Val Asp Tyr Leu Arg Leu Ala 
500 505 510 



Gly Glu Val He Thr Leu Phe Thr Gly Val Leu Phe Phe Phe Thr Ser 
515 520 525 



He Lys Asp Leu Phe Thr Lys Lys Cys Pro Gly Val Asn Ser Leu Phe 
530 535 540 



Val Asp Gly Ser Phe Gin Leu Leu Tyr Phe He Tyr Ser Val Leu Val 
545 550 555 560 



Val Val Ser Ala Ala Leu Tyr Leu Ala Gly He Glu Ala Tyr Leu Ala 
565 570 575 



Val Met Val Phe Ala Leu Val Leu Gly Trp Met Asn Ala Leu Tyr Phe 
580 585 590 



Thr Arg Gly Leu Lys Leu Thr Gly Thr Tyr Ser He Met He Gin Lys 
595 600 605 



He Leu Phe Lys Asp Leu Phe Arg Phe Leu Leu Val Tyr Leu Leu Phe 
610 615 620 



Met He Gly Tyr Ala Ser Ala Leu Val Thr Leu Leu Asn Pro Cys Thr 
625 630 635 640 



Asn Met Lys Val Cys Asp Glu Asp Gin Ser Asn Cys Thr Val Pro Thr 
645 650 655 



Tyr Pro Ala Cys Arg Asp Ser Glu Thr Phe Ser Ala Phe Leu Leu Asp 
660 665 670 



Leu Phe Lys Leu Thr lie Gly Met Gly Asp Leu Glu Met Leu Ser Ser 
675 680 685 



Ala Lys Tyr Pro Val Val Phe lie Leu Leu Leu Val Thr Tyr lie lie 
690 695 700 



Leu Thr Phe Val Leu Leu Leu Asn Met Leu lie Ala Leu Met Gly Glu 
705 710 715 720 



Thr Val Gly Gin Val Ser Lys Glu Ser Lys His lie Trp Lys Leu Gin 
725 730 735 



Trp Ala Thr Thr lie Leu Asp lie Glu Arg Ser Phe Pro Val Phe Leu 
740 745 750 



Arg Lys Ala Phe Arg Ser Gly Glu Met Val Thr Val Gly Lys Ser Ser 
755 760 765 



Asp Gly Thr Pro Asp Arg Arg Trp Cys Phe Arg Val Asp Glu Val Asn 
770 775 780 



Trp Ser His Trp Asn Gin Asn Leu Gly lie lie Asn Glu Asp Pro Gly 
785 790 795 800 



Ser Glu lie Tyr Gin Tyr Tyr Gly Phe Ser His Thr Val Gly Arg Leu 
805 810 815 



Arg Arg Asp Arg Trp Ser Ser Val Val Pro Arg Val Val Glu Leu Asn 
820 825 830 



Lys Asn Ser Ser Ala Asp Glu Val Val Val Pro Leu Asp Asn Leu Gly 
835 840 845 



Asn Pro Asn Cys Asp Gly His Gin Gin Gly Tyr Ala Pro Lys Trp Arg 
850 855 860 



Thr Asp Asp Ala Pro Leu 
865 870 



<210> 14 



<211> 3188 

<212> DNA 

<213> Mus musculus 

<400> 14 



aggccaagaa tcggatccat 


gcgcgtcctg 


aggctgagaa 


gtacaaacag 


atctgggtcc 


60 


agtatggcag atcctggtga 


tggtccccgt 


gcagcgcctg 


gggaggtggc 


tgagccccct 


120 


ggagatgaga gtggtacctc 


tggtggggag 


gccttccccc 


tctcttccct 


ggccaatctg 


180 


tttgaagggg aagaaagctc 


ctacttctct 


tatccccggt 


ggactgctag 


ccgccctgct 


240 


ggccctggcg atggacgtcc 


aaacctgcgt 


atgaagttcg 


gcaggagcgc 


tttccgcaag 


300 


ggggttccca accccattga cctgttggag tccaccctgt acgagtcctc agtagtgcct 


360 


gggcccaaga aagcgcccat 


ggattccttg 


ttcgactacg 


cTcact tacca 




420 


agtgacaaca agagatggag 


gagaaaggtc 


gtggagaaac 


agccacagag 




480 


cctgcacccc agccaccccc 


catcctcaaa 


gtcttcaatc 


ggcccatcct 


ctttcracatt 


540 


gtgtcccggg gctccactgc 


ggacctagat 


ggactgctct 


ccttcttgtt 




600 


aagcgcctga ctgatgagga 


gttccgggag 


ccQtccacaa 


Qcraaaacc ta 




660 


gcgctgctga acttaagcaa 


cgggcgcaac 


gacaccatcc 


ccratattact 




720 


gagcgcaccg gcaacatgcg 


tgaattcatc 


aactcgccct 


tcagagacat 




780 


ggccagacat ccctgcacat 


tgccatcgaa 


cggcgctgca 


aacactaccrt 


y y «y i-y v- uy 


840 


gcyycccayy gagccgacgc 


gcacgcccag 


gcccgcggcc 


gcttcttcca 


gcccaaggat 


900 


gagggaggct acttctactt 


tggggagctg 


cccttgtccc 


tggcagcctg 


caccaaccag 


960 


ccgcacatcg tcaactacct 


gacagagaac 


cctcacaaga 


aagctgacat 


gaggcgacag 


1020 


gactcgaggg ggaacacggt 


gctgcacgcg 


ctggtggcca 


tcgccgacaa 


cacccgagag 


1080 


aacaccaagt ttgtcaccaa 


gatgtacgac 


ctgctgcttc 


tcaagtgttc 


acgcctcttc 


1140 


cccgacagca acctggagac 


agttctcaac 


aatgatggcc 


tttcgcctct 


catgatggct 


1200 


gccaagacag gcaagatcgg 


ggtctttcag 


cacatcatcc 


gacgtgaggt 


gacagatgag 


1260 


gacacccggc atctgtctcg 


caagttcaag 


gactgggcct 


atgggcctgt 


gtattcttct 


1320 


ctctacgacc tctcctccct 


ggacacatgc 


ggggaggagg 


tgtccgtgct 


ggagatcctg 


1380 


gtgtacaaca gcaagatcga 


gaaccgccat 


gagatgctgg 


ctgtagagcc 


cattaacgaa 


1440 


ctgttgagag acaagtggcg 


taagtttggg gctgtgtcct 


tctacatcaa 


cgtggtcccc 


1500 


tatctgtgtg ccatggtcat 


cttcaccctc 


accgcctact 


atcagccact 


ggagggcacg 


1560 



ccaccctacc 


cttaccggac 


cacagtggac 


tacctgaggc 


tggctggcga 


ggtcatcacg 


1620 


ctcttcacag 


gagtcctgtt 


cttctttacc 


agtatcaaag 


acttgttcac 


gaagaaatgc 


1680 


cctggagtga 


attctctctt 


cgtcgatggc 


tccttccagt 


tactctactt 


catctactct 


1740 


gtgctggtgg 


ttgtctctgc 


ggcgctctac 


ctggctggga 


tcgaggccta 


cctggctgtg 


1800 


atggtctttg 


ccctggtcct 


gggctggatg 


aatgcgctgt 


acttcacgcg 


cgggttgaag 


1860 


ctgacgggga 


cctacagcat 


catgattcag 


aagatcctct 


tcaaagacct 


cttccgcttt 


1920 


ctgcttgtgt 


acctgctctt 


catgatcggc 


tatgcctcag 


ccctggtcac 


cctcctgaat 


1980 


ccgtgcacca 


acatgaaggt 


ctgtgacgag 


gaccagagca 


actgcacggt 


gcccacgtat 


2040 


cctgcgtgcc 


gcgacagcga 


gaccttcagc 


gccttcctcc 


tggacctctt 


caagctcacc 


2100 


atcggcatgg 


gagacctgga 


gatgctgagc 


agcgccaagt 


accccgtggt 


cttcatcctc 


2160 


ctgctggtca 


cctacatcat 


cctcaccttc 


gtgctcctgt 


tgaacatgct 


tatcgccctc 


2220 


atgggtgaga 


ccgtgggcca 


ggtgtccaag 


gagagcaagc 


acatctggaa 


gttgcagtgg 


2280 


gccaccacca 


tcctggacat 


cgagcgttcc 


ttccctgtgt 


tcctgaggaa 


ggccttccgc 


2340 


tccggagaga 


tggtgactgt 


gggcaagagc 


tcagatggca 


ctccggaccg 


caggtggtgc 


2400 


ttcagggtgg 


acgaggtgaa 


ctggtctcac 


tggaaccaga 


acttgggcat 


cattaacgag 


2460 


gaccctggca 


agagtgaaat 


ctaccagtac 


tatggcttct 


cccacaccgt 


ggggcgcctt 


2520 


cgtagggatc 


gttggtcctc 


ggtggtgccc 


cgcgtagtgg 


agctgaacaa 


gaactcaagc 


2580 


gcagatgaag 


tggtggtacc 


cctggataac 


ctagggaacc 


ccaactgtga 


cggccaccag 


2640 


cagggctacg 


ctcccaagtg 


gaggacggac 


gatgccccac 


tgtaggggcc 


gtgccagagc 


2700 


tcgcacagat 


agtccaggct 


tggccttcgc 


tcccacctac 


atttaggcat 


ttgtccggtg 


2760 


tcttcccaca 


cccgcatggg 


accttggagg 


tgagggcctc 


tgtggcgact 


ctgtggaggc 


2820 


cccaggaccc 


tctggtcccc 


gccaagactt 


ttgccttcag 


ctctactccc 


cacatggggg 


2880 


ggcggggctc 


ctggctacct 


gtctcgctcg 


ctcccatgga 


gtcacctaag 


ccagcacaag 


2940 


gcccctctcc 


tcgaaaggct 


caggccccat 


ccc tc ttgtg 


tattatttat 


tgctctcc tc 


3000 


aggaaaatgg 


ggtggcagga 


gtccacccgc 


ggctggaacc 


tggccagggc 


tgaagctcat 


3060 


gcagggacgc 


tgcagctccg 


acctgccaca 


gatctgacct 


gctgcagccc 


tggctagtgt 


3120 


gggtcttctg 


tactttgaag 


agatcggggc 


cgctggtgct 


caataaatgt 


ttattctcgg 


3180 



tggacaaa 3188 



<210> 15 
<211> 852 
<212> PRT 

<213> Gallus gallus 
<400> 15 

Met Ala Asp Pro Glu Asp Pro Arg Asp Ala Gly Asp Val Leu Gly Asp 
15 10 15 



Asp Ser Phe Pro Leu Ser Ser Leu Ala Asn Leu Phe Glu Val Glu Asp 
20 25 30 



Thr Pro Ser Pro Ala Glu Pro S^r Arg Gly Pro Pro Gly Ala Gly Asp 
35 40 45 



Gly Lys Gin Asn Leu Arg Met Lys Phe His Gly Ala Phe Arg Lys Gly 
50 55 60 



Pro Pro Lys Pro Met Glu Leu Leu Glu Ser Thr lie Tyr Glu Ser Ser 
65 70 75 80 



Val Val Pro Ala Pro Lys Lys Ala Pro Met Asp Ser Leu Phe Asp Tyr 
85 90 95 



Gly Thr Tyr Arg Gin His Pro Ser Glu Asn Lys Arg Trp Arg Arg Arg 
100 105 110 



Val Val Glu Lys Pro Val Ala Gly Thr Lys Gly Pro Ala Pro Asn Pro 
115 120 125 



Pro Pro Val Leu Lys Val Phe Asn Arg Pro lie Leu Phe Asp lie Val 
130 135 140 



Ser Arg Gly Ser Pro Asp Gly Leu Glu Gly Leu Leu Ser Phe Leu Leu 
145 150 155 160 



Thr His Lys Lys Arg Leu Thr Asp Glu Glu Phe Arg Glu Pro Ser Thr 
165 170 175 



Gly Lys Thr Cys Leu Pro Lys Ala Leu Leu Asn Leu Ser Ala Gly Arg 
180 185 190 



Asn Asp Thr lie Pro lie Leu Leu Asp lie Ala Glu Lys Thr Gly Asn 
195 200 205 



Met Arg Glu Phe lie Asn Ser Pro Phe Arg Asp Val Tyr Tyr Arg Gly 
210 215 220 



Gin Thr Ala Leu His lie Ala lie Glu Arg Arg Cys Lys His Tyr Val 
225 230 235 240 



Glu Leu Leu Val Glu Lys Gly Ala Asp Val His Ala Gin Ala Arg Gly 
245 250 255 



Arg Phe Phe Gin Pro Lys Asp Glu Gly Gly Tyr Phe Tyr Phe Gly Glu 
260 265 270 



Leu Pro Leu Ser Leu Ala Ala Cys Thr Asn Gin Pro His lie Val His 
275 280 285 



Tyr Leu Thr Glu Asn Gly His Lys Gin Ala Asp Leu Arg Arg Gin Asp 
290 295 300 



Ser Arg Gly Asn Thr Val Leu His Ala Leu Val Ala He Ala Asp Asn 
305 310 315 320 



Thr Arg Glu Asn Thr Lys Phe Val Thr Lys Met Tyr Asp Leu Leu Leu 
325 330 335 



lie Lys Cys Ala Lys Leu Phe Pro Asp Thr Asn Leu Glu Ala Leu Leu 
340 345 350 



Asn Asn Asp Gly Leu Ser Pro Leu Met Met Ala Ala Lys Thr Gly Lys 
355 360 365 



He Gly He Phe Gin His He He Arg Arg Glu He Ala Asp Glu Asp 
370 375 380 



Val Arg His Leu Ser Arg Lys Phe Lys Asp Trp Ala Tyr Gly Pro Val 
385 390 395 400 



Tyr Ser Ser Leu Tyr Asp Leu Ser Ser Leu Asp Thr Cys Gly Glu Glu 
405 410 415 



Val Ser Val Leu Glu He Leu Val Tyr Asn Ser Lys He Glu Asn Arg 
420 425 430 



His Glu Met Leu Ala Val Glu Pro lie Asn Glu Leu Leu Arg Asp Lys 
435 440 445 



Trp Arg Lys Phe Gly Ala Val Ser Phe Tyr lie Ser Val Val Ser Tyr 
450 455 460 



Leu Cys Ala Met lie lie Phe Thr Leu lie Ala Tyr Tyr Arg Pro Met 
465 470 475 480 



Glu Gly Pro Pro Pro Tyr Pro Tyr Thr Thr Thr lie Asp Tyr Leu Arg 
485 490 495 



Leu Ala Gly Glu He He Thr Leu Leu Thr Gly He Leu Phe Phe Phe 
500 505 510 



Ser Asn lie Lys Asp Leu Phe Met Lys Lys Cys Pro Gly Val Asn Ser 
515 520 525 



Phe Phe lie Asp Gly Ser Phe Gin Leu Leu Tyr Phe He Tyr Ser Val 
530 535 540 



Leu Val He Val Thr Ala Gly Leu Tyr Leu Gly Gly Val Glu Ala Tyr 
545 550 555 560 



Leu Ala Val Met Val Phe Ala Leu Val Leu Gly Trp Met Asn Ala Leu 
565 570 575 



Tyr Phe Thr Arg Gly Leu Lys Leu Thr Gly Thr Tyr Ser He Met He 
580 585 590 



Gin Lys He Leu Phe Lys Asp Leu Phe Arg Phe Leu Leu Val Tyr Leu 
595 600 605 



Leu Phe Met He Gly Tyr Ala Ser Ala Leu Val Ser Leu Leu Asn Pro 
610 615 620 



Cys Pro Ser Ser Glu Ser Cys Ser Glu Asp His Ser Asn Cys Thr Leu 
625 630 635 640 



Pro Thr Tyr Pro Ser Cys Arg Asp Ser Gin Thr Phe Ser Thr Phe Leu 
645 650 655 



Leu Asp Leu Phe Lys Leu Thr lie Gly Met Gly Asp Leu Glu Met Leu 
660 665 670 



Glu Ser Ala Lys Tyr Pro Gly Val Phe He He Leu Leu Val Thr Tyr 
675 680 685 



He He Leu Thr Phe Val Leu Leu Leu Asn Met Leu He Ala Leu Met 
690 695 700 



Gly Glu Thr Val Gly Gin Val Ser Lys Glu Ser Lys His He Trp Lys 
705 710 715 720 



Leu Gin Trp Ala Thr Thr He Leu Asp He Glu Arg Ser Phe Pro Leu 
725 730 735 



Phe Leu Arg Arg Ala Phe Arg Ser Gly Glu Met Val Thr Val Gly Lys 
740 745 750 



Gly Thr Asp Gly Thr Pro Asp Arg Arg Trp Cys Phe Arg Val Asp Glu 
755 760 765 



Val Asn Trp Ser His Trp Asn Gin Asn Leu Gly He He Ser Glu Asp 
770 775 780 



Pro Gly Lys Ser Asp Thr Tyr Gin Tyr Tyr Gly Phe Ser His Thr Val 
785 790 795 800 



Gly Arg Leu Arg Arg Asp Arg Trp Ser Thr Val Val Pro Arg Val Val 
805 810 815 



Glu Leu Asn Lys Ser Cys Pro Thr Glu Asp Val Val Val Pro Leu Gly 
820 825 830 



Thr Met Gly Thr Ala Glu Ala Arg Glu Arg Arg His Gly Gin Thr Pro 
835 840 845 



Ser Ser Pro Leu 
850 



<210> 16 

<211> 3068 

<212> DNA 

<213> Gallus gallus 



<400> 16 



gccccgcggc 


ggcggcggag 


ctgcgggagc 


tgcgcgggac 


ggacggcggg 


acggggctga 


60 


gggctgagcg 


cgctgctggg 


aggcagaggc 


cgtgctgggg 


ctgagcactt 


tgggacctca 


120 


cggggagtat 


ggcagacccc 


gaagaccccc 


gtgatgctgg 


ggacgtgctg 


ggggatgact 


180 


ccttcccgct 


ctcctcgctg 


gccaacctgt 


ttgaggtgga 


ggacaccccg 


tctcctgctg 


240 


agccatcccg 


gggtcccccc 


ggcgctgggg 


atggaaagca 


aaacctccgg 


atgaaattcc 


300 


acggggcgtt 


ccggaaaggc 


cccccaaaac 


ccatggagct 


gctggagtcc 


accatctacg 


360 


agtcgtcagt 


ggtccctgca 


cccaaaaagg 


cccccatgga 


ttccctcttc 


gactacggca 


420 


cctacaggca 


gcaccccagc 


gagaacaaac 


gctggcgcag 


gagggtcgtg 


gagaagccgg 


480 


tggctggcac 


caaggggccg 


gcacccaacc 


cgccgcccgt 


cctcaaggtg 


ttcaacagac 


540 


ccatcctctt 


cgacatcgtc 


tcccgggggt 


ccccagatgg 


cctggagggt 


ctcctctcct 


600 


tcctgctcac 


ccacaagaag 


cgtctgacgg 


atgaggagtt 


ccgagagccc 


tcaacaggga 


660 


agacgtgcct 


gcccaaagcg 


ctgctcaacc 


tgagtgctgg 


ccggaatgac 


accatcccca 


720 


tcctcctcga 


catcgccgag 


aagacgggaa 


acatgcggga 


gttcatcaac 


tcacccttcc 


780 


gtgatgtcta 


ctacagaggt 


cagacagcgc 


tgcacatcgc 


cattgagcgc 


cgctgcaagc 


840 


actacgtgga 


gctgctggtg 


gagaagggtg 


ccgacgtgca 


cgcccaggcc 


cgtggtcgct 


900 


tcttccagcc 


caaggatgag 


ggcggctact 


tctatttcgg 


agagctgccc 


ctctcactgg 


960 


ccgcctgcac 


caaccagccc 


cacatcgtgc 


actatctgac 


ggagaatggg 


cacaagcagg 


1020 


cagacctgcg 


gcgccaggac 


tcgcgcggca 


acaccgtgct 


gcatgctctg 


gttgccatcg 


1080 


ctgacaacac 


ccgtgagaac 


accaagtttg 


tcaccaagat 


gtacgacctg 


ctcctcatca 


1140 


agtgcgccaa 


gctcttcccc 


gacaccaacc 


tcgaggccct 


gctcaacaac 


gatggcctct 


1200 


ctccactcat 


gatggctgcc 


aagactggca 


agatcgggat 


cttccagcac 


atcatccgcc 


1260 


gggagatcgc 


agatgaggac 


gtccggcacc 


tctcgcgcaa 


gttcaaggat 


tgggcatacg 


1320 


gccccgtcta 


ctcctcactc 


tacgatctct 


cctcactgga 


tacctgcggg 


gaggaggtgt 


1380 


ccgtgttgga 


gatcctcgtt 


tacaacagca 


agattgagaa 


ccgccatgag 


atgttggccg 


1440 


tggagcccat 


caacgaactg 


ctgcgcgaca 


agtggcgcaa 


gttcggtgct 


gtctccttct 


1500 


acatcagcgt 


ggtctcctac 


ctctgtgcca 


tgatcatctt 


caccctcatc 


gcctattacc 


1560 


gccccatgga 


aggcccccca 


ccgtacccct 


acactacaac 


catcgactac 


ctgcggctgg 


1620 


ccggggagat 


catcaccctc 


ctcaccggca 


tcctcttctt 


cttctccaat 


atcaaagatc 


1680 



tcttcatgaa gaagtgccca ggtgtgaact cgttcttcat cgatggctca tttcagctgc 1740 

tctacttcat ctactcggtg ctggtgatcg tcacggcagg gctgtacctg ggtggtgtcg 1800 

aggcttacct ggctgtcatg gtctttgctt tggtcctggg ctggatgaat gcgctctact 1860 

tcacgcgagg gctcaagctg acggggacct acagcatcat gatccagaag atcctcttca 1920 

aagacctgtt ccgcttcctc ctggtctatc tgctattcat gattggctac gcctcagcac 1980 

tggtgtccct cctgaacccg tgtcccagc^ gcgagtcctg cagtgaggat cactccaact 2040 

gcacgctgcc cacctacccc tcatgccggg acagtcagac cttcagcacc ttcctgcttg 2100 

acctcttcaa gctcaccatt ggcatgggtg acctggagat gctggagagt gccaagtacc 2160 

ctggtgtctt catcatcctg cttgtcacct acatcatcct caccttcgtg ctgctcctca 2220 

acatgctcat cgccctcatg ggtgagacag tgggccaggt gtccaaggag agcaaacaca 2280 

tctggaagtt gcagtgggcc accaccatcc tggacatcga gcgctccttc cctctcttcc 2340 

tgcggagagc atttcgctct ggggagatgg tgaccgtggg gaagggcact gatgggaccc 2400 

ctgaccgccg ctggtgcttc agggtggatg aggtgaactg gtcccactgg aaccagaacc 2460 

tgggcatcat cagcgaggac ccgggcaaga gcgacactta ccagtactac ggcttctccc 2520 

ataccgtggg gcggctgcgg agagatcgat ggtcaacggt ggtgccacgc gtggtggagc 2580 

tcaacaagag ctgcccaacg gaggatgtgg ttgtgccatt ggggaccatg ggcacggcag 2640 

aggcgcggga gcgacgacac gggcagaccc ccagctcccc actctagcat ggactctgcc 2700 

tggccccaca gcaccagtgt gtgtctgttc ctcagggatt tgtgcagcca gcgtccctgc 2760 

agtgctcatc ccattggggt cccagtcctg gcaatgctgg gggtctccgg tgccaccgct 2820 

ttgctttcct gcaccattgg ctgcattgcg ccagcagctg ggtgctggga gcttccctgc 2880 

caccaaccac cacaagccaa tggcttttgc cccaaggttg ggtttgtttt tgtttttttt 2940 

gggggggaaa gatttatacg actatttatt tcataataaa gagcagccac cacgaaaaaa 3000 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 3060 

aaaaaaaa 3068 

<210> 17 
<211> 707 
<212> PRT 

<213> Rattus norvegicus 
<400> 17 



Ala Gly Glu Lys Pro Pro Arg Leu Tyr Asp Arg Arg Ser He Phe Asp 



1 



5 



10 



15 



Ala Val Ala Gin Ser Asn Cys Gin Glu Leu Glu Ser Leu Leu Pro Phe 
20 25 30 



Leu Gin Arg Ser Lys Lys Arg Leu Thr Asp Ser Glu Phe Lys Asp Pro 
35 40 45 



Glu Thr Gly Lys Thr Cys Leu Leu Lys Ala Met Leu Asn Leu His Asn 
50 55 60 



Gly Gin Asn Asp Thr lie Ala Leu Leu Leu Asp Val Ala Arg Lys Thr 
65 70 75 80 



Asp Ser Leu Lys Gin Phe Val Asn Ala Ser Tyr Thr Asp Ser Tyr Tyr 
85 90 95 



Lys Gly Gin Thr Ala Leu His lie Ala lie Glu Arg Arg Asn Met Thr 
100 105 110 



Leu Val Thr Leu Leu Val Glu Asn Gly Ala Asp Val Gin Ala Ala Ala 
115 120 125 



Asn Gly Asp Phe Phe Lys Lys Thr Lys Gly Arg Pro Gly Phe Tyr Phe 
130 135 140 



Gly Glu Leu Pro Leu Ser Leu Ala Ala Cys Thr Asn Gin Leu Ala lie 
145 150 155 160 



Val Lys Phe Leu Leu Gin Asn Ser Trp Gin Pro Ala Asp lie Ser Ala 
165 170 175 



Arg Asp Ser Val Gly Asn Thr Val Leu His Ala Leu Val Glu Val Ala 
180 185 190 



Asp Asn Thr Val Asp Asn Thr Lys Phe Val Thr Ser Met Tyr Asn Glu 
195 200 205 



lie Leu lie Leu Gly Ala Lys Leu His Pro Thr Leu Lys Leu Glu Glu 
210 215 220 



lie Thr Asn Arg Lys Gly Leu Thr Pro Leu Ala Leu Ala Ala Ser Ser 
225 230 235 240 



Gly Lys He Gly Val Leu Ala Tyr He Leu Gin Arg Glu He His Glu 
245 250 255 



Pro Glu Cys Arg His Leu Ser Arg Lys Phe Thr Glu Trp Ala Tyr Gly 
260 265 270 



Pro Val His Ser Ser Leu Tyr Asp Leu Ser Cys He Asp Thr Cys Glu 
275 280 285 



Lys Asn Ser Val Leu Glu Val He Ala Tyr Ser Ser Ser Glu Thr Pro 
290 295 300 



Asn Arg His Asp Met Leu Leu Val Glu Pro Leu Asn Arg Leu Leu Gin 
305 310 315 320 



Asp Lys Trp Asp Arg Phe Val Lys Arg He Phe Tyr Phe Asn Phe Phe 
325 330 335 



Val Tyr Cys Leu Tyr Met He He Phe Thr Ala Ala Ala Tyr Tyr Arg 
340 345 350 



Pro Val Glu Gly Leu Pro Pro Tyr Lys Leu Lys Asn Thr Val Gly Asp 
355 360 365 



Tyr Arg Val Thr Gly Glu He Leu Ser Val Ser Gly Gly Val Tyr Phe 
370 375 380 



Phe Phe Arg Gly He Gin Tyr Phe Leu Gin Arg Arg Pro Ser Leu Lys 
385 390 395 400 



Ser Leu Phe Val Asp Ser Tyr Ser Glu He Leu Phe Phe Val Gin Ser 
405 410 415 



Leu Phe Met Leu Val Ser Val Val Leu Tyr Phe Ser Gin Arg Lys Glu 
420 425 430 



Tyr Val Ala Ser Met Val Phe Ser Leu Ala Met Gly Trp Thr Asn Met 
435 440 445 



Leu Tyr Tyr Thr Arg Gly Phe Gin Gin Met Gly He Tyr Ala Val Met 
450 455 460 



lie Glu Lys Met lie Leu Arg Asp Leu Cys Arg Phe Met Phe Val Tyr 
465 470 475 480 



Leu Val Phe Leu Phe Gly Phe Ser Thr Ala Val Val Thr Leu lie Glu 
485 490 495 



Asp Gly Lys Asn Asn Ser Leu Pro Met Glu Ser Thr Pro His Lys Cys 
500 505 510 



Arg Gly Ser Ala Cys Lys Gly Asn Ser Tyr Asn Ser Leu Tyr Ser Thr 
515 520 525 



Cys Leu Glu Leu Phe Lys Phe Thr He Gly Met Gly Asp Leu Glu Phe 
530 535 540 



Thr Glu Asn Tyr Asp Phe Lys Ala Val Phe He He Leu Leu Leu Ala 
545 550 555 560 



Tyr Val lie Leu Thr Tyr He Leu Leu Leu Asn Met Leu He Ala Leu 
565 570 575 



Met Gly Glu Thr Val Asn Lys He Ala Gin Glu Ser Lys Asn He Trp 
580 585 590 



Lys Leu Gin Arg Ala He Thr He Leu Asp Thr Glu Lys Ser Phe Leu 
595 600 605 



Lys Cys Met Arg Lys Ala Phe Arg Ser Gly Lys Leu Leu Gin Val Gly 
610 615 620 



Phe Thr Pro Asp Gly Lys Asp Asp Tyr Arg Trp Cys Phe Arg Val Asp 
625 630 635 640 



Glu Val Asn Trp Thr Thr Trp Asn Thr Asn Val Gly He He Asn Glu 
645 650 655 



Asp Pro Gly Asn Cys Gly Val Lys Arg Thr Leu Ser Phe Ser Leu Arg 
660 665 670 



Ser Gly Arg Val Ser Gly Arg Asn Trp Lys Asn Pro Leu Leu Arg Asp 
675 680 685 



Ala Ser Thr Arg Asp Arg His Ala Thr Gin Gin Glu Glu Val Gin Leu 
690 695 700 



Lys His Tyr 
705 



<210> 18 

<211> 665 

<212> PRT 

<213> Rattus norvegicus 

<400> 18 



Asp Arg Phe Asp Arg Asp Arg Leu Phe Ser Val Val Ser Arg Gly Val 
15 10 15 



Pro Glu Glu Leu Thr Gly Leu Leu Glu Tyr Leu Arg Trp Asn Ser Lys 
20 25 30 



Tyr Leu Thr Asp Ser Ala Tyr Thr Glu Gly Ser Thr Gly Lys Thr Cys 
35 40 45 



Leu Met Lys Ala Val Leu Asn Leu Gin Asp Gly Val Asn Ala Cys lie 
50 55 60 



Met Pro Leu Leu Gin He Asp Lys Asp Ser Gly Asn Pro Lys Pro Leu 
65 70 75 80 



Val Asn Ala Gin Cys Thr Asp Glu Phe Tyr Gin Gly His Ser Ala Leu 
85 90 95 



His He Ala lie Glu Lys Arg Ser Leu Gin Cys Val Lys Leu Leu Val 
100 105 110 



Glu Asn Gly Ala Asp Val His Leu Arg Ala Cys Gly Arg Phe Phe Gin 
115 120 125 



Lys His Gin Gly Thr Cys Phe Tyr Phe Gly Glu Leu Pro Leu Ser Leu 
130 135 140 



Ala Ala Cys Thr Lys Gin Trp Asp Val Val Thr Tyr Leu Leu Glu Asn 
145 150 155 160 



Pro His Gin Pro Ala Ser Leu Glu Ala Thr Asp Ser Leu Gly Asn Thr 
165 170 175 



Val Leu His Ala Leu Val Met lie Ala Asp Asn Ser Pro Glu Asn Ser 
180 185 190 



Ala Leu Val He His Met Tyr Asp Gly Leu Leu Gin Met Gly Ala Arg 
195 200 205 



Leu Cys Pro Thr Val Gin Leu Glu Glu He Ser Asn His Gin Gly Leu 
210 215 220 



Thr Pro Leu Lys Leu Ala Ala Lys Glu Gly Lys He Glu He Phe Arg 
225 230 235 240 



His He Leu Gin Arg Glu Phe Ser Gly Pro Tyr Gin Pro Leu Ser Arg 
245 250 255 



Lys Phe Thr Glu Trp Cys Tyr Gly Pro Val Arg Val Ser Leu Tyr Asp 
260 265 270 



Leu Ser Ser Val Asp Ser Trp Glu Lys Asn Ser Val Leu Glu He He 
275 280 285 



Ala Phe His Cys Lys Ser Pro Asn Arg His Arg Met Val Val Leu Glu 
290 295 300 



Pro Leu Asn Lys Leu Leu Gin Glu Lys Trp Asp Arg Leu Val Ser Arg 
305 310 315 320 



Phe Phe Phe Asn Phe Ala Cys Tyr Leu Val Tyr Met Phe He Phe Thr 
325 330 335 



Val Val Ala Tyr His Gin Pro Ser Leu Asp Gin Pro Pro Ser Ser Lys 
340 345 350 



Ala Thr Phe Gly Glu Ser Met Leu Leu Leu Gly His He Leu He Leu 
355 360 365 



Leu Gly Gly He Tyr Leu Leu Leu Gly Gin Leu Trp Tyr Phe Trp Arg 
370 375 380 



Arg Leu Phe He Trp He Ser Phe Met Asp Ser Tyr Phe Glu He Leu 
385 390 395 400 



Phe Leu Leu Gin Ala Leu Leu Thr Val Leu Ser Gin Val Leu Arg Phe 
405 410 415 



Met Glu Thr Glu Trp Tyr Leu Pro Leu Leu Val Leu Ser Leu Val Leu 
420 425 430 



Gly Trp Leu Asn Leu Leu Tyr Tyr Thr Arg Gly Phe Gin His Thr Gly 
435 440 445 



He Tyr Ser Val Met He Gin Lys Val He Leu Arg Asp Leu Arg Phe 
450 455 460 



Leu Leu Val Tyr Leu Val Phe Leu Phe Gly Phe Ala Val Ala Leu Val 
465 470 475 480 



Ser Leu Ser Arg Glu Ala Arg Ser Pro Lys Ala Pro Glu Asp Asn Asn 
485 490 495 



Ser Thr Val Thr Glu Gin Pro Thr Val Gly Gin Glu Pro Tyr Arg Ser 
500 505 510 



He Leu Asp Ala Ser Leu Glu Leu Phe Lys Phe Thr He Gly Met Gly 
515 520 525 



Glu Leu Ala Phe Gin Glu Gin Leu Arg Phe Arg Gly Val Val Leu Leu 
530 535 540 



Leu Leu Leu Ala Tyr Val Leu Leu Thr Tyr Val Leu Leu Leu Asn Met 
545 550 555 560 



Leu He Ala Leu Met Ser Glu Thr Val Asn His Val Ala Asp Asn Ser 
565 570 575 



Trp Ser He Trp Lys Leu Gin Lys Ala He Ser Val Leu Glu Met Glu 
580 585 590 



Asn Gly Tyr Trp Trp Cys Arg Arg Lys Lys His Arg Glu Gly Arg Leu 
595 600 605 



Leu Lys Val Gly Thr Arg Gly Asp Gin Thr Pro Asp Glu Arg Trp Cys 
610 615 620 



Phe Arg Val Glu Glu Val Asn Trp Ala Ala Trp Glu Lys Thr Leu Pro 
625 630 635 640 



Thr Leu Ser Glu Asp Pro Ser Gly Pro Gly He Thr Gly Asn Lys Lys 
645 650 655 



Asn Pro Thr Ser He Lys Pro Gly Lys 
660 665 



<210> 19 
<211> 644 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 19 

Arg Phe Lys Glu His Tyr Ala Leu Trp Lys Leu Asn Lys Arg Gly Val 
15 10 15 



Glu Gly Glu Asn Leu He His Leu Leu Leu Asn Arg Glu Gin Gin Val 
20 25 30 



Cys Tyr Glu He Ala Arg He Leu Leu Lys Arg Phe Pro Gly Met Ala 
35 40 45 



Asn Asp He Tyr Leu Gly Asp Glu Gin Phe Gly Gin Ser Ala Leu His 
50 55 60 



Leu Ala He Val His Asp Asp Tyr Glu Thr Val Ser Leu Leu Leu Asn 
65 70 75 80 



Ser Lys Ala Asp Val Asn Ala Arg Ala Cys Gly Asn Phe Phe Leu Pro 
85 90 95 



Glu Asp Phe Lys Leu Thr Asn Lys He Thr Asp Tyr Gin Gly Tyr Ala 
100 105 110 



Tyr Tyr Gly Glu Tyr Pro Leu Ala Phe Ala Ala Cys Phe Gly Asn Lys 
115 120 125 



Asp He Tyr Asp Leu Leu He Gin Phe Gly Ala Asn Pro Asn Leu Gin 
130 135 140 



Asp Ser Phe Gly Asn Thr He Leu His Met Cys Val He Asn Tyr Ser 
145 150 155 160 



Ser Ser Met Tyr Ser Tyr Ala Val Arg His Trp Ala Lys Pro Ala Asp 
165 170 175 



Pro His Val Val Asn His Ala Gly Phe Thr Pro Leu Thr Leu Ala Thr 
180 185 190 



Lys Leu Gly Arg Lys Gin He Phe Glu Glu Met Leu Glu He Met Lys 
195 200 205 



Val Glu Phe Trp Arg Phe Ser Asp Met Thr Cys Ser Ala Tyr Pro Leu 
210 215 220 



Asn Thr Leu Asp Thr He Gin Pro Asp Gly Ser Thr Asn Tyr Asp Ser 
225 230 235 240 



Ala Leu Met Thr Val He Asn Gly Ser Thr Pro Glu His Leu Asp Met 
245 250 255 



He Gly Ser Glu Val He Gin Arg Leu Leu Ala Asp Lys Trp Lys Ala 
260 265 270 



Phe Ala Gin Arg Lys Leu He Glu Arg Leu Val Leu Leu He Val Gin 
275 280 285 



Leu He Thr Leu Ser He Val Val Tyr He Arg Pro Thr Glu Leu Pro 
290 295 300 



Arg Leu Tyr Met Glu Asp Pro Gin Trp Asp Asp Tyr He Arg Thr Ala 
305 310 315 320 



Cys Glu Leu Leu Thr He Leu Asn Cys He Phe Phe Val Gly Tyr Gin 
325 330 335 



Gin Leu Gly Glu He Arg Thr Gin Gly Met Arg Gly Tyr Leu Arg Asn 
340 345 350 



Leu Lys Thr Ala Pro Ala Lys Ala Val Phe Cys He Ala Asn Leu Phe 
355 360 365 



Leu Leu Leu Cys He Pro Phe Arg Leu Met Lys Lys His Glu He Glu 
370 375 380 



Glu Ala Leu Phe Val Phe Ala Leu Pro Gly Ser Trp lie Phe Leu Leu 
385 390 395 400 



Phe Phe Ala Arg Ser Ala Lys Leu Thr Gly Pro Phe Val Gin Met lie 
405 410 415 



Tyr Ser Met He Ala Gly Asp Met He Arg Phe Ala He He Ser Ala 
420 425 430 



He Phe Leu Val Ser Phe Ser Gin Val Phe Tyr Phe Val Gly Lys Asp 
435 440 445 



Met Asp Ala Lys Gin Lys Leu Glu Asp Thr Asn Pro His Ala Cys Arg 
450 455 460 



He Ser Gly Tyr Thr He Tyr Thr Tyr Asn Thr Phe Pro Glu Thr Phe 
465 470 475 480 



He Thr Leu Phe Arg Ala Ser Met Gly Gly Tyr Asp Tyr Glu Glu Phe 
485 490 495 



Ser Cys Ala Asn Tyr Gin Ala Leu Thr Lys Thr Leu Phe Val Leu Tyr 
500 505 510 



Met Phe Val Met Pro He Met Met He Asn He Leu He Ala Met Met 
515 520 525 



Gly Asn Thr Tyr Thr Thr Val He Ala Gin Ala Glu Lys Ala Trp Arg 
530 535 540 



Gin Gin Tyr Ala Gin He Val Met Val Leu Glu Arg Ser Val Gly Lys 
545 550 555 560 



Glu Arg Leu Ala Ala Ser Gin Leu Glu Tyr Ser He Arg Leu Asp Gin 
565 570 575 



Glu Gly Ser Ser Gly Met Glu Val Arg Gly Leu Met Val He Lys Gin 
580 585 590 



Thr Lys Lys Thr Arg Ala Arg Gin Arg Lys Gin Ala He Tyr Asn Trp 
595 600 605 



Lys Thr He Gly Arg Lys Val He His Thr He Asp Lys Val Gly Thr 
610 615 620 



Glu Gin Ala Val Leu Leu Leu His Gly His Asp Arg Leu Asp Arg Val 
"5 630 635 640 

Tyr Glu Asp His 



<210> 20 
<211> 635 
<212> PRT 

<213> drosophila melanogaster 
<400> 20 

Pro Leu Gly Lys Trp Glu Asp His Lys Ala Cys Trp Gin Met Gin Tyr 
15 10 15 

Arg Gly Ala Leu Gly Glu Ser Leu Leu His Val Leu He He Cys Asn 
20 25 30 

Ser Lys Val His Thr Lys Leu Ala Arg Val Leu Leu Arg Val Phe Pro 
35 40 45 



Asn Leu Ala Leu Asp Val Met Glu Gly Glu Glu Tyr Leu Gly Ala Ser 
50 55 60 



Ala Leu His Leu Ser He Ala Tyr Ser Asn Asn Glu Leu Val Ala Asp 
^5 70 75 80 

Leu He Glu Ala Gly Ala Asp He His Gin Arg Ala He Gly Ser Phe 
85 90 95 

Phe Leu Pro Arg Asp Gin Gin Arg Ala Asn Tyr Met Gly Glu Tyr Pro 
100 105 110 

Leu Ala Trp Ala Ala Cys Cys Ala Asn Glu Ser Val Tyr Asn Leu Leu 
115 120 125 

Val Asp Cys Gly Ser Asp Pro Asp Ala Gin Asp Ser Phe Gly Asn Met 
130 135 140 



He Leu His Met Val Val Val Cys Asp Lys Leu Asp Met Phe Gly Tyr 

150 155 160 



Ala Leu Arg His Pro Lys Thr Pro Ala Lys Asn Gly lie Val Asn Gin 
165 170 175 



Thr Gly Leu Thr Pro Leu Thr Leu Ala Cys Lys Leu Gly Arg Ala Glu 
180 185 190 



Val Phe Arg Glu Met Leu Glu Leu Ser Ala Arg Glu Phe Trp Arg Tyr 
195 200 205 



Ser Asn lie Thr Cys Ser Gly Tyr Pro Leu Asn Ala Leu Asp Thr Leu 
210 215 220 



Leu Pro Asp Gly Arg Thr Asn Trp Asn Ser Ala Leu Phe lie lie Leu 
225 230 235 240 



Asn Gly Thr Lys Pro Glu His Leu Asp Met Leu Asp Gly Gly He He 
245 250 255 



Gin Arg Leu Leu Glu Glu Lys Trp Lys Thr Phe Ala Gin Asn Gin Phe 
260 265 270 



Leu Lys Arg Leu Leu He Leu Ser Thr His Leu Leu Cys Leu Ser Val 
275 280 285 



Ser Val Tyr Leu Arg Pro Ala His Asp Gly Glu Ala Glu Asp Glu Asp 
290 295 300 



Ser Glu Gly Ser Asp Ala Ser Ala Ala Ala Leu Leu Thr Leu Val Gly 
305 310 315 320 



Val Leu Ser Tyr Val He Phe Gin Gin Gly Asp Glu He Lys Asn Gin 
325 330 335 



Gly Leu Ser Ala Phe Leu Lys Gin Leu Ser His Ala Pro Ala Lys Ala 
340 345 350 



He Phe Leu Phe Ser Asn Leu Leu He Leu Ala Cys He Pro Phe Arg 
355 360 365 



Leu He Gly Asp Thr Asp Thr Glu Glu Ala He Leu He Phe Ala Val 
370 375 380 



Pro Gly Ser Trp Phe Leu Leu Met Phe Phe Ala Gly Ala lie Arg Leu 
385 390 395 400 



Thr Gly Pro Phe Val Thr Met lie Tyr Ser Met lie Thr Gly Asp Met 
405 410 415 



Phe Thr Phe Gly lie lie Tyr Cys lie Val Leu Cys Gly Phe Ser Gin 
420 425 430 



Ala Phe Tyr Phe Leu Tyr Lys Gly His Pro Gin Val Gin Ser Thr Met 
435 440 445 



Phe Asn Thr Tyr Thr Ser Thr Trp Met Ala Leu Phe Gin Thr Thr Leu 
450 455 460 



Gly Asp Tyr Asn Tyr Pro Asp Leu Asn Gin Thr Thr Tyr Pro Asn Leu 
465 470 475 480 



Ser Lys Thr Val Phe Val lie Phe Met lie Phe Val Pro lie Leu Leu 
485 490 495 



Leu Asn Met Leu He Ala Met Met Gly Asn Thr Tyr Val Thr Val He 
500 505 510 



Glu Gin Ser Glu Lys Glu Trp Met Lys Gin Trp Ala Lys He Val Val 
515 520 525 



Thr Leu Glu Arg Ala Val Pro Gin Ala Asp Ala Lys Gly Tyr Leu Glu 
530 535 540 



Ala Tyr Ser He Pro Leu Gly Pro Ser Asp Asp Ser Gly Phe Glu Val 
545 550 555 560 



Arg Gly Val Met Val He Lys Ser Lys Ser Lys Thr Arg Ala Lys Gin 
565 570 575 



Arg Lys Gly Ala Val Ser Asn Trp Lys Arg Val Gly Arg Val Thr Leu 
580 585 590 



Thr Ala Leu Lys Lys Arg Gly Met Thr Gly Glu Glu Met Arg Arg Leu 
595 600 605 



Met Trp Gly Arg Ala Ser lie Ser Ser Pro Val Lys Val Thr Lys Gin 
610 615 620 



Lys Leu Lys Asp Pro Tyr Asn Leu His Thr Asp 
625 630 635 



